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SEQUENCE LISTING 
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BANDMAN, Olga 
TANG, Y. Tom 
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HILLMAN, Jennifer L. 
YUE , Henry 
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GUEGLER, Karl J. 
GORGONE, Gina 
BAUGHN, Mariah R. 
A2IMZAI, Yalda 

<12 0> HUMAN MEMBRANE CHANNEL PROTEINS 

<130> PF-0589 PCT 

<140> To Be Assigned 
<141> Herewith 

<150> 09/145,815; unassigned; 

09/237,506; unassigned; 
<151> 1998-09-02; 1998-09-02; 

1999-01-26; 1999-01-26; 

<160> 45 

<170> PERL Program 

<210> 1 
<211> 724 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 
<223> Incyte ID No: 1568324CD1 



<400> 1 
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Ala 
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Ser 
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Thr 


Glu 
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Pro 


Glu 


Val 
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40 
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Leu 


Glu 


Thr 


Gin 


Leu 
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His 


Gin 


Gly 


Leu 


Leu 


Gly Met 


Asp 










50 










55 










60 


Pro 


Pro 


Gly Asp 


Met 


Val 
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Phe 


Val 


Ala 


Ala 


Glu 


Ser 


Thr 


Glu 










65 
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75 
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Leu 


Lys 


Ala 


Leu 


Ser 


Ser 


Glu 


Glu 


Glu 


Glu 


Glu 


Met 


Gly Gly 
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Glu 


Ser 


Leu 


Leu 
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Pro 


Ser 
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09/191,283; unassigned; 09/208,821; unassigned 
09/24 7 ; 891 ; unassigned 

1998- 11-12; 1998-11-12; 1998-12-09; 1998-12-09 

1999- 02-10; 199 9-02-10 
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^5 100 105 

Gin Ala Ser Val He Ala Glu Arg Phe Val Ser Ser Phe Ser Arg 

115 -L20 
Arg Ser Ser Val Ala Gin Glu Asp Ser Lys Ser Ser Gly Phe Gly 
125 130 135 

Ser Pro Arg Leu Val Ser Arg Ser Ser Ser Val Leu Ser Leu Glu 

140 145 
Gly Ser Glu Lys Gly Leu Ala Arg His Gly Ser Ala Thr Asp Ser 
155 160 165 

Leu Ser Cys Gin Leu Ser Pro Glu Val Asp He Ser Val Gly Val 
170 175 180 

Ala Thr Glu Asp Ser Pro Ser Val Asn Gly Met Glu Pro Pro Ser 
185 190 195 

Pro Gly Cys Pro Val Glu Pro Asp Arg Ser Ser Cys Lys Lys Lys 
200 205 210 

Glu Ser Ala Leu Ser Thr Arg Asp Arg Leu Leu Leu Asp Lys He 
215 220 225 

Lys Ser Tyr Tyr Glu Asn Ala Glu His His Asp Ala Gly Phe Ser 
230 235 240 

Val Arg Arg Arg Glu Ser Leu Ser Tyr He Pro Lys Gly Leu Val 
245 250 255 

Arg Asn Ser He Ser Arg Phe Asn Ser Leu Pro Arg Pro Asp Pro 
260 265 270 

Glu Pro Val Pro Pro Val Gly Ser Lys Arg Gin Val Gly Ser Arg 
275 280 285 

Pro Thr Ser Trp Ala Leu Phe Glu Leu Pro Gly Pro Ser Gin Ala 
290 295 300 

Val Lys Gly Asp Pro Pro Pro He Ser Asp Ala Glu Phe Arg Pro 
305 310 32^5 

Ser Ser Glu He Val Lys He Trp Glu Gly Met Glu Ser Ser Gly 
320 325 330 

Gly Ser Pro Gly Lys Gly Pro Gly Gin Gly Gin Ala Asn Gly Phe 
335 340 345 

Asp Leu His Glu Pro Leu Phe He Leu Glu Glu His Glu Leu Gly 
350 355 360 

Ala He Thr Glu Glu Ser Ala Thr Ala Ser Pro Glu Ser Ser Ser 
365 370 375 

Pro Thr Glu Gly Arg Ser Pro Ala His Leu Ala Arg Glu Leu Lys 
380 385 390 

Glu Leu Val Lys Glu Leu Ser Ser Ser Thr Gin Gly Glu Leu Val 
395 400 405 

Ala Pro Leu His Pro Arg He Val Gin Leu Ser His Val Met Asp 
410 415 420 

Ser His Val Ser Glu Arg Val Lys Asn Lys Val Tyr Gin Leu Ala 
425 430 435 

Arg Gin Tyr Ser Leu Arg He Lys Ser Asn Lys Pro Val Met Ala 
440 445 450 

Arg Pro Pro Leu Gin Trp Glu Lys Val Ala Pro Glu Arg Asp Gly 
455 460 465 

Lys Ser Pro Thr Val Pro Cys Leu Gin Glu Glu Ala Gly Glu Pro 
470 475 430 

Leu Gly Gly Lys Gly Lys Arg Lys Pro Val Leu Ser Leu Phe Asp 
485 490 495 

Tyr Glu Gin Leu Met Ala Gin Glu His Ser Pro Pro Lys Pro Ser 
500 505 510 

Ser Ala Gly Glu Met Ser Pro Gin Arg Phe Phe Phe Asn Pro Pro 
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515 520 525 
Ala Val Ser Gin Arg Thr Thr Ser Pro Gly Gly Arg Pro Ser Ala 

530 535 540 
Arg Ser Pro Leu Ser Pro Thr Glu Thr Phe Ser Trp Pro Asp Val 

545 550 555 
Arg Glu Leu Cys Ser Lys Tyr Ala Ser Arg Asp Glu Ala Arg Arg 

560 565 570 

Ala Gly Gly Gly Arg Pro Arg Gly Pro Pro Val Asn Arg Ser His 

575 580 585 

Ser Val Pro Glu Asn Met Val Glu Pro Pro Leu Ser Gly Arg Val 

590 595 600 

Gly Arg Cys Arg Ser Leu Ser Thr Lys Arg Gly Arg Gly Gly Gly 

605 610 615 

Glu Ala Ala Gin Ser Pro Gly Pro Leu Pro Gin Ser Lys Pro Asp 

620 625 630 

Gly Gly Glu Thr Leu Tyr Val Thr Ala Asp Leu Thr Leu Glu Asp 

635 640 645 

Asn Arg Arg Val lie Val Met Glu Lys Gly Pro Leu Pro Ser Pro 

650 655 660 

Thr Ala Gly Leu Glu Glu Ser Ser Gly Gin Gly Pro Ser Ser Pro 

665 670 675 

Val Ala Leu Leu Gly Gin Val Gin Asp Phe Gin Gin Ser Ala Glu 

680 685 690 

Cys Gin Pro Lys Glu Glu Gly Ser Arg Asp Pro Ala Asp Pro Ser 

695 700 705 

Gin Gin Gly Arg Val Arg Asn Leu Arg Glu Lys Phe Gin Ala Leu 

710 715 720 

Asn Ser Val Gly 



<210> 2 
<211> 257 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 4094907CD1 

<400> 2 

Met Ser Arg Pro Leu lie Thr Arg Ser Pro Ala Ser Pro Leu Asn 

15 10 15 
Asn Gin Gly lie Pro Thr Pro Ala Gin Leu Thr Lys Ser Asn Ala 

20 25 30 

Pro Val His lie Asp Val Gly Gly His Met Tyr Thr Ser Ser Leu 

35 40 45 

Ala Thr Leu Thr Lys Tyr Pro Glu Ser Arg lie Gly Arg Leu Phe 

50 55 60 

Asp Gly Thr Glu Pro lie Val Leu Asp Ser Leu Lys Gin His Tyr 

65 70 75 

Phe lie Asp Arg Asp Gly Gin Met Phe Arg Tyr lie Leu Asn Phe 

80 85 90 

Leu Arg Thr Ser Lys Leu Leu lie Pro Asp Asp Phe Lys Asp Tyr 

95 100 105 

Thr Leu Leu Tyr Glu Glu Ala Lys Tyr Phe Gin Leu Gin Pro Met 

110 115 120 
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Lt6Vl 


Leu 


T 1 -I 
^j±U 




^XU 


Arg 


Trp 


Lys 


Gin 


Asp 


Arg 


Glu 


Thr 


Gly 


Arg 




















130 










135 


It lie 


Sex* 


Aircf 


Pro 


Cys 


LjX u 


Cys 


Leu 


Val 


Val 


Arg 


Val 


Ala 


Pro 


Asp 




















145 










150 




Gly 


Glu 


Arg 




1 nr 


Leu 


Ser 


Gly Asp 


Lys 


Ser 


Leu 


He 


Glu 










155 










16 0 










165 


ox Li. 


Val 


Phe 


xr X (J 




XXc= 


Vjxy 


Asp 


Val 


Met 


Cys 


Asn 


Ser 


Val 


Asn 










170 










175 










180 


Ala 


Gly 


Trp 


Asn 




Asp 




1 nr 


His 


Val 


He 


Arg 


Phe 


Pro 


Leu 










185 










190 










195 




Gly Tyr 


V— y o 


nxo 


Leu 


Asn 


Ser 


Val 


Gin 


Val 


Leu 


Glu 


Arg 


Leu 










r\ 

^ U U 










205 










210 


Gin 


Gin 


Arg 


Gly 


Phe 


Glu 


He 


Val 


Gly 


Ser 


Cys 


Gly 


Gly 


Gly 


Val 










215 










220 










225 


Asp 


Ser 


Ser 


Gin 


Phe 


Ser 


Glu 


Tyr 


Val 


Leu 


Arg 


Arg 


Glu 


Leu 


Arg 










230 










235 










240 


Arg 


Thr 


Pro 


Arg 


Val 


Pro 


Ser 


Val 


He 


Arg 


He 


Lys 


Gin 


Glu 


Pro 










245 










250 










255 


Leu 


Asp 





























<210> 3 

<211> 377 

<212> PRT 

<213> Homo sapiens 

<220> 

<22l> misc_feature 

<223> Incyte ID No: 518158CD1 

<400> 3 

Met Gly Gly Asp Leu Val Leu Gly Leu Gly Ala Leu Arg Arg Arg 
15 10 15 

Lys Arg Leu Leu Glu Gin Glu Lys Ser Leu Ala Gly Trp Ala Leu 
20 25 30 

Val Leu Ala Gly Thr Gly He Gly Leu Met Val Leu His Ala Glu 
35 40 45 

Met Leu Trp Phe Gly Gly Cys Ser Trp Ala Leu Tyr Leu Phe Leu 
50 55 60 

Val Lys Cys Thr He Ser He Ser Thr Phe Leu Leu Leu Cys Leu 
SS 70 75 

He Val Ala Phe His Ala Lys Glu Val Gin Leu Phe Met Thr Asp 
80 85 90 

Asn Gly Leu Arg Asp Trp Arg Val Ala Leu Thr Gly Arg Gin Ala 
95 100 105 

Ala Gin He Val Leu Glu Leu Val Val Cys Gly Leu His Pro Ala 
110 115 120 

Pro Val Arg Gly Pro Pro Cys Val Gin Asp Leu Gly Ala Pro Leu 
125 130 135 

Thr Ser Pro Gin Pro Trp Pro Gly Phe Leu Gly Gin Gly Glu Ala 
140 145 150 

Leu Leu Ser Leu Ala Met Leu Leu Leu Gly Leu Thr Leu Gly Leu 
155 160 165 

Trp Leu Thr Thr Ala Trp Val Leu Ser Val Ala Glu Arg Gin Ala 
170 175 180 

Val Asn Ala Thr Gly His Leu Ser Asp Thr Leu Trp Leu He Pro 
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185 



190 



195 



lie 


Thr 


Phe 


Leu 


Thr 

9 n n 
^ \j \j 


He 


Gly 


Tyr 


Gly 


Asp 
one 


Val 


Val 


Pro 


Gly 


Thr 
210 


Met 


Trp 


Gly 


Lys 


lie 


Val 


Cys 


Leu 


Cys 


Thr 

o "5 n 


Gly 


Val 


Met 


Gly 


Val 
225 


Cys 


Cys 


Thr 


Ala 


Leu 
2 3 0 


Leu 


Val 


Ala 


Val 


Val 


Ala 


Arg 


Lys 


Leu 


Glu 
24 0 


Phe 


Asn 


Lys 


Ala 


Glu 
245 


Lys 


His 


Val 


His 


Asn 

Q n 
^ D u 


Phe 


Met 


Met 


Asp 


He 

1 c 

2 55 


Gin 


Tyr 


Thr 


Lys 


Glu 
9 n 


Met 


Lys 


Glu 


Ser 


Ala 

^ o o 


Ala 


Arg 


Val 


Leu 


Gin 
270 


Glu 


Ala 


Trp 


Met 


Phe 

*? 


Tyr 


Lys 


His 


Thr 


Arg 

O O A 

^ o U 


Arg 


Lys 


Glu 


Ser 


His 
285 


Ala 


Ala 


Arg 


Arg 


His 

9 Q n 
z u 


Gin 


Arg 


Lys 


Leu 


Leu 
2 95 


Ala 


Ala 


He 


Asn 


Ala 
300 


Phe 


Arg 


Gin 


Val 


Arg 
1 o ^ 


Leu 


Lys 


His 


Arg 


Lys 
310 


Leu 


Arg 


Glu 


Gin 


Val 
315 


Asn 


Ser 


Met 


Val 


Asp 
320 


He 


Ser 


Lys 


Met 


His 
325 


Met 


He 


Leu 


Tyr 


Asp 
330 


Leu 


Gin 


Gin 


Asn 


Leu 
335 


Ser 


Ser 


Ser 


His 


Arg 
340 


Ala 


Leu 


Glu 


Lys 


Gin 
345 


He 


Asp 


Thr 


Leu 


Ala 
350 


Gly 


Lys 


Leu 


Asp 


Ala 
355 


Leu 


Thr 


Glu 


Leu 


Leu 
360 


Ser 


Thr 


Ala 


Leu 


Gly 
365 


Pro 


Arg 


Gin 


Leu 


Pro 
370 


Glu 


Pro 


Ser 


Gin 


Gin 
375 



Ser Lys 



<210> 4 
<211> 491 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 602926CD1 

<400> 4 

Met Val Phe Gly Glu Phe Phe His Arg Pro Gly Gin Asp Glu Glu 

15 10 15 
Leu Val Asn Leu Asn Val Gly Gly Phe Lys Gin Ser Val Asp Gin 

20 25 30 
Ser Thr Leu Leu Arg Phe Pro His Thr Arg Leu Gly Lys Leu Leu 

35 40 45 

Thr Cys His Ser Glu Glu Ala He Leu Glu Leu Cys Asp Asp Tyr 

50 55 60 

Ser Val Ala Asp Lys Glu Tyr Tyr Phe Asp Arg Asn Pro Ser Ser 

65 70 75 

Phe Arg Tyr Val Leu Asn Phe Tyr Tyr Thr Gly Lys Leu His Val 

80 85 90 

Met Glu Glu Leu Cys Val Phe Ser Phe Cys Gin Glu He Glu Tyr 

95 100 105 

Trp Gly He Asn Glu Leu Phe He Asp Ser Cys Cys Ser Asn Arg 

110 115 120 

Tyr Gin Glu Arg Lys Glu Glu Asn His Glu Lys Asp Trp Asp Gin 



125 



130 



135 
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Lys 


Ser 


His 


Asp 


Val 
140 


Ser 


Thr 


Asp 


Ser 


Ser 
145 


Phe 


Glu 


Glu 


Ser 


Ser 
150 


Leu 


Phe 


Glu 


Lys 


Glu 
155 


Leu 


Glu 


Lys 


Phe 


Asp 
160 


Thr 


Leu 


Arg 


Phe 


Gly 
165 


Gin 


Leu 


Arg 


Lys 


Lys 
170 


He 


Trp 


He 


Arg 


Met 
175 


Glu 


Asn 


Pro 


Ala 


Tyr 
180 


Cys 


Leu 


Ser 


Ala 


Lys 
185 


Leu 


He 


Ala 


He 


Ser 
190 


Ser 


Leu 


Ser 


Val 


Val 
195 


Leu 


Ala 


Ser 


He 


Val 
200 


Ala 


Met 


Cys 


Val 


His 
205 


Ser 


Met 


Ser 


Glu 


Phe 
210 


Gin 


Asn 


Glu 


Asp 


Gly Glu 


Val 


Asp 


Asp 


Pro 


Val 


Leu 


Glu 


Gly 


Val 










215 










220 










225 


Glu 


He 


Ala 


Cys 


He 
230 


Ala 


Trp 


Phe 


Thr 


Gly 
235 


Glu 


Leu 


Ala 


Val 


Arg 
240 


Leu 


Ala 


Ala 


Ala 


Pro 
245 


Cys 


Gin 


Lys 


Lys 


■Phe 
250 


Trp 


Lys 


Asn 


Pro 


Leu 
255 


Asn 


He 


He 


Asp 


Phe 
260 


Val 


Ser 


He 


He 


Pro 
265 


Phe 


Tyr 


Ala 


Thr 


Leu 
270 


Ala 


Val 


Asp 


Thr 


Lys 
275 


Glu 


Glu 


Glu 


Ser 


Glu 
280 


Asp 


He 


Glu 


Asn 


Met 
285 


Gly 


Lys 


Val 


Val 


Gin 
290 


He 


Leu 


Arg 


Leu 


Met 
295 


Arg 


He 


Phe 


Arg 


He 
300 


Leu 


Lys 


Leu 


Ala 


Arg 
305 


His 


Ser 


Val 


Gly 


Leu 
310 


Arg 


Ser 


Leu 


Gly 


Ala 
315 


Thr 


Leu 


Arg 


His 


Ser 
320 


Tyr 


His 


Glu 


Val 


Gly 
325 


Leu 


Leu 


Leu 


Leu 


Phe 
330 


Leu 


Ser 


Val 


Gly 


He 
335 


Ser 


He 


Phe 


Ser 


Val 
340 


Leu 


He 


Tyr 


Ser 


Val 
345 


Glu 


Lys 


Asp 


Asp 


His 
350 


Thr 


Ser 


Ser 


Leu 


Thr 
355 


Ser 


He 


Pro 


He 


Cys 
360 


Trp 


Trp 


Trp 


Ala 


Thr 


He 


Ser 


Met 


Thr 


Thr 


Val 


Gly 


Tyr 


Gly Asp 










3 65 










370 










375 


Thr 


His 


Pro 


Val 


Thr 
380 


Leu 


Ala 


Gly 


Lys 


Leu 
385 


He 


Ala 


Ser 


Thr 


Cys 
390 


He 


He 


Cys 


Gly 


He 
395 


Leu 


Val 


Val 


Ala 


Leu 
400 


Pro 


He 


Thr 


He 


He 
405 


Phe 


Asn 


Lys 


Phe 


Ser 
410 


Lys 


Tyr 


Tyr 


Gin 


Lys 
415 


Gin 


Lys 


Asp 


He 


Asp 
420 


Val 


Asp 


Gin 


Cys 


Ser 
425 


Glu 


Asp 


Ala 


Pro 


Glu 
430 


Lys 


Cys 


His 


Glu 


Leu 
435 


Pro 


Tyr 


Phe 


Asn 


He 


Arg Asp 


He 


Tyr 


Ala 


Gin 


Arg 


Met 


His 


Ala 










440 










445 










450 


Phe 


He 


Thr 


Ser 


Leu 
455 


Ser 


Ser 


Val 


Gly 


He 
460 


Val 


Val 


Ser 


Asp 


Pro 
465 


Asp 


Ser 


Thr 


Asp 


Ala 
470 


Ser 


Ser 


He 


Glu 


Asp 
475 


Asn 


Glu 


Asp 


He 


Cys 
480 


Asn 


Thr 


Thr 


Ser 


Leu 


Glu 


Asn 


Cys 


Thr 


Ala 


Lys 











<210> 5 
<211> 341 
<212> PRT 

<213> Homo sapiens 
<220> 



485 



490 
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<22l> misc_feature 

<223> Incyte ID No: 922119CD1 

<400> 5 



Met 


Gly 


OCX 


Gly 


His 




Leu 


ArQ" 


Ser 


Thr 


Arg 


uly 


Ser 


Lys 


Met 


1 








5 










10 










15 


Val 


Ser 




Ser 


V ctx 


X X c 


AX d 


Lys 


He 


Gin 


Glu 


lie 


Leu 


Gin 


Arg 










20 










25 










30 


Lys 


Met 


Val 




Glu 




Leu 


AX a 


Glu 


Phe 


Met 


Ser 


Thr 


Tyr 


Val 










3 5 










40 










45 


Met 


Met 


V ci ^ 




Vjxy 


Leu 


vjxy 


Ser 


Val 


Ala 


His 


Met 


Val 


Leu 


Asn 










^ \j 










55 










60 


Lys 


Lys 


Tyr 


Vj J. y 


Ser 


Tyr 


Leu 


CsXy 


Val 


Asn 


Leu 


Gly 


Phe 


Gly 


Phe 




















70 










75 


Gly Val 


X nr 




vaxy 


vax 


rllS 


val 


Ala Gly Arg 


He 


Ser 


Gly Ala 










R n 

O \J 










85 










90 


His 


Met 


Asn 


i-ixa 


A J. a 


vax 


inr 


Pne 


Ala 


Asn 


Cys 


Ala 


Leu 


Gly Arg 




















100 










105 


Val 


Pro 


Trp 


Arg 


Lys 


T~> V-> Q 

File 


Pro 


Val 


Tyr 


Val 


Leu 


Gly 


Gin 


Phe 


Leu 










±±\j 










115 










120 


Gly 


Ser 


Pne 


Leu 


A±a 


TV T 

AX a 


Ala 


Thr 


He 


Tyr 


Ser 


Leu 


Phe 


Tyr 


Thr 










IOC 










130 










135 


Ala 


He 


Leu 


H J.S 


T-l 

Fne 


Ser 


Gly 


Gly 


Gin 


Leu 


Met 


Val 


Thr 


Gly 


Pro 










X4 U 










145 










150 


Val 


Ala 


Thr 


TV T -1 

Ala 


Gly 


lie 


Phe 


Ala 


Thr 


Tyr 


Leu 


Pro 


Asp 


His 


Met 




















160 










165 


Thr 


Leu 


Trp 


Arg 


Gly 


Pne 


Leu 


Asn 


Glu 


Ala 


Trp 


Leu 


Thr 


Gly Met 










i / U 










175 










180 


Leu 


Gin 


Leu 


Cys 


Leu 


Pne 


Ala 


He 


Thr 


Asp 


Gin 


Glu 


Asn 


Asn 


Pro 










Xo O 










190 










195 


Ala 


Leu 


Pro 


o-iy 


inr 


LaXU 


Ala 


Leu 


Val 


He 


Gly 


He 


Leu 


Val 


Val 










o n n 
^ u u 










205 










210 


He 


He 




V ci J. 


Ser 


Leu 


Gly Met 


Asn 


Thr 


Gly Tyr Ala 


He 


Asn 










^ X o 










220 










225 


Pro 


Ser 


Ar^ 


Asp 


Leu 


Pro 


Pro 


Arg 


He 


Phe 


Thr 


Phe 


He 


Ala 


Gly 










■5 1 n 
z ^ u 










235 










240 


Trp 


Gly 


Lys 




vax 


Fne 


Ser 


Asn 


Gly 


Glu 


Asn 


Trp 


Trp 


Trp 


Val 










O j1 
^ 4 o 










250 










255 


Pro 


Val 


vaJ. 


Ala 


Pro 


Leu 


Leu 


Gly Ala 


Tyr 


Leu 


Gly 


Gly 


He 


He 










260 










265 










270 


Tyr 


Leu 


Val 


Phe 


He 


Gly 


Ser 


Thr 


He 


Pro 


Arg 


Glu 


Pro 


Leu 


Lys 










275 










280 










285 


Leu 


Glu 


Asp 


Ser 


Val 


Ala 


Tyr 


Glu 


Asp 


His 


Gly 


He 


Thr 


Val 


Leu 










290 










295 










300 


Pro 


Lys 


Met 


Gly 


Ser 


His 


Glu 


Pro 


Thr 


He 


Ser 


Pro 


Leu 


Thr 


Pro 










305 










310 










315 


Val 


Ser 


Val 


Ser 


Pro 


Ala 


Asn 


Arg 


Ser 


Ser 


Val 


His 


Pro 


Ala 


Pro 










320 










325 










330 


Pro 


Leu 


His 


Glu 


Ser 


Met 


Ala 


Leu 


Glu 


His 


Phe 


















335 










340 













<210> 6 
<211> 476 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 26667Q2CD1 

<400> 6 

Met Gly He Lys Phe Leu Glu Val He Lys Pro Phe Cys Ala Val 
15 10 15 

Leu Pro Glu He Gin Lys Pro Glu Arg Lys He Gin Phe Arg Glu 
20 25 30 

Lys Val Leu Trp Thr Ala He Thr Leu Phe He Phe Leu Val Cys 
35 40 45 

Cys Gin He Pro Leu Phe Gly He Met Ser Ser Asp Ser Ala Asp 
^0 55 60 

Pro Phe Tyr Trp Met Arg Val He Leu Ala Ser Asn Arg Gly Thr 
^5 70 75 

Leu Met Glu Leu Gly He Ser Pro He Val Thr Ser Gly Leu He 
80 85 90 

Met Gin Leu Leu Ala Gly Ala Lys He He Glu Val Gly Asp Thr 
95 100 105 

Pro Lys Asp Arg Ala Leu Phe Asn Gly Ala Gin Lys Leu Phe Gly 
110 115 -L20 

Met He He Thr He Gly Gin Ala He Val Tyr Val Met Thr Gly 
125 130 135 

Met Tyr Gly Asp Pro Ala Glu Met Gly Ala Gly He Cys Leu Leu 
140 145 150 

He He He Gin Leu Phe Val Thr Ser Leu He Val Leu Leu Leu 
155 160 165 

Asp Glu Leu Leu Gin Thr Gly Tyr Ser Leu Gly Ser Gly He Ser 
170 175 3^QQ 

Leu Val He Ala Thr Asn He Cys Glu Thr He Val Trp Lys Ala 
185 190 195 

Phe Ser Pro Thr Thr He Asn Thr Gly Arg Gly Thr Glu Phe Glu 
200 205 210 

Gly Ala Val He Ala Leu Phe His Leu Leu Ala Thr Arg Thr Asp 
215 220 225 

Lys Val Arg Ala Leu Arg Glu Ala Phe Tyr Arg Gin Asn Leu Pro 
230 235 240 

Asn Leu Met Asn Leu He Ala Thr Val Phe Val Phe Ala Val Val 
245 250 255 

He Tyr Phe Gin Gly Phe Arg Val Asp Leu Pro He Lys Ser Ala 
260 265 270 

Arg Tyr Arg Gly Gin Tyr Ser Ser Tyr Pro He Lys Leu Phe Tyr 
275 280 285 

Thr Ser Asn He Pro He He Leu Gin Ser Ala Leu Val Ser Asn 
290 295 300 

Leu Tyr Val He Ser Gin Met Leu Ser Val Arg Phe Ser Gly Asn 
305 310 315 

Phe Leu Val Asn Leu Leu Gly Gin Trp Ala Asp Val Ser Gly Gly 
320 325 330 

Gly Pro Ala Arg Ser Tyr Pro Val Gly Gly Leu Cys Tyr Tyr Leu 

340 345 
Ser Pro Pro Glu Ser Met Gly Ala He Phe Glu Asp Pro Val His 
350 355 360 

Val Val Val Tyr He He Phe Met Leu Gly Ser Cys Ala Phe Phe 
365 370 375 

Ser Lys Thr Trp He Glu Val Ser Gly Ser Ser Ala Lys Asp Val 
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Ala 








3 80 








"5 O C 

J 8 5 










390 


Lvs 


Gin 


Leu 


Lys 


Glu 


Gin 




p'lec vax 


Met 


Arg 


Gly 


His 


Arg 










395 








*±U\J 










405 


Asp 


Thr 


Ser 


Met 


Val 


His 


Glu 


Leu 


M.sri Ary 


Tyr 


IXe 


Pro 


Thr 


Ala 










410 








415 










420 


Ala 


Ala 


Phe 


Glv 


Gly 


Leu 




xxe 


Gly Ala 


Leu 


Ser 


Val 


Leu 


Ala 










425 








430 










435 


Asp 


Phe 


Leu 


Gly 


Ala 


He 


Gly 


Ser 


Gly Thr 


Gly 


He 


Leu 


Leu 


Ala 










440 








445 










450 


Val 


Thr 


He 


He 


Tyr 


Gin 


Tyr 


Phe 


Glu He 


Phe 


Val 


Lys 


Glu 


Gin 










455 








460 








465 


Ala 


Glu 


Val 


Gly 


Gly Met 


Gly 


Ala 


Leu Phe 


Phe 


















470 








475 













<210> 7 

<211> 266 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2731369CD1 

<400> 7 

Met Asn Trp Ala Phe Leu Gin Gly Leu Leu Ser Gly Val Asn Lys 
15 10 15 

Tyr Ser Thr Val Leu Ser Arg He Trp Leu Ser Val Val Phe He 
20 25 30 

Phe Arg Val Leu Val Tyr Val Val Ala Ala Glu Glu Val Trp Asp 
35 40 45 

Asp Glu Gin Lys Asp Phe Asp Cys Asn Thr Lys Gin Pro Gly Cys 
50 55 60 

Thr Asn Val Cys Tyr Asp Asn Tyr Phe Pro He Ser Asn He Arg 
65 70 75 

Leu Trp Ala Leu Gin Leu He Leu Val Thr Cys Pro Ser Leu Leu 
80 85 90 

Val Val Met His Val Ala Tyr Arg Glu Glu Arg Glu Arg Lys His 
55 100 105 

His Leu Lys His Gly Pro Asn Ala Pro Ser Leu Tyr Asp Asn Leu 

115 120 
Ser Lys Lys Arg Gly Gly Leu Trp Trp Thr Tyr Leu Leu Ser Leu 
125 130 135 

He Phe Lys Ala Ala Val Asp Ala Gly Phe Leu Tyr He Phe His 
140 145 150 

Arg Leu Tyr Lys Asp Tyr Asp Met Pro Arg Val Val Ala Cys Ser 
155 160 165 

Val Glu Pro Cys Pro His Thr Val Asp Cys Tyr He Ser Arg Pro 
170 175 180 

Thr Glu Lys Lys Val Phe Thr Tyr Phe Met Val Thr Thr Ala Ala 
185 190 195 

He Cys He Leu Leu Asn Leu Ser Glu Val Phe Tyr Leu Val Gly 
200 205 210 

Lys Arg Cys Met Glu He Phe Gly Pro Arg His Arg Arg Pro Arg 
215 220 225 

Cys Arg Glu Cys Leu Pro Asp Thr Cys Pro Pro Tyr Val Leu Ser 
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235 240 
Gin Gly Gly His Pro Glu Asp Gly Asn Ser Val Leu Met Lys Ala 

245 250 255 

Gly Ser Ala Pro Val Asp Ala Gly Gly Tyr Pro 

260 265 



<210> 8 

<211> 182 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1375415CD1 

<400> 8 

Met Ala Glu Phe Pro Ser Lys Val Ser Thr Arg Thr Ser Ser Pro 
^5 10 15 

Ala Gin Gly Ala Glu Ala Ser Val Ser Ala Leu Arg Pro Asp Leu 
20 25 30 

Gly Phe Val Arg Ser Arg Leu Gly Ala Leu Met Leu Leu Gin Leu 
35 40 45 

Val Leu Gly Leu Leu Val Trp Ala Leu He Ala Asp Thr Pro Tyr 

55 60 
His Leu Tyr Pro Ala Tyr Gly Trp Val Met Phe Val Ala Val Phe 
^5 70 75 

Leu Trp Leu Val Thr He Val Leu Phe Asn Leu Tyr Leu Phe Gin 
80 85 90 

Leu His Met Lys Leu Tyr Met Val Pro Trp Pro Leu Val Leu Met 
^5 100 105 

He Phe Asn He Ser Ala Thr Val Leu Tyr He Thr Ala Phe He 
110 115 120 

Ala Cys Ser Ala Ala Val Asp Leu Thr Ser Leu Arg Gly Thr Arg 
^25 130 135 

Pro Tyr Asn Gin Arg Ala Ala Ala Ser Phe Phe Ala Cys Leu Val 
1^0 145 ISO 

Met He Ala Tyr Gly Val Ser Ala Phe Phe Ser Tyr Gin Ala Trp 
^55 160 165 

Arg Gly Val Gly Ser Asn Ala Ala Thr Ser Gin Met Ala Gly Gly 



Tyr Ala 



^'70 175 



<210> 9 
<211> 942 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2733282CD1 



<400> 9 

Met Thr Gin Arg Ser He Ala Gly Pro He Cys Asn Leu Lys Phe 
^5 10 15 



PCT/US99/20468 
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Val Thr Leu Leu Val Ala Leu Ser Ser Glu Leu Pro Phe Leu Gly 

20 25 30 

Ala Gly val Gin Leu Gin Asp Asn Gly Tyr Asn Gly Leu Leu He 

35 40 45 

Ala He Asn Pro Gin Val Pro Glu Asn Gin Asn Leu He Ser Asn 

^° 55 so 

He Lys Glu Met He Thr Glu Ala Ser Phe Tyr Leu Phe Asn Ala 

65 70 75 

Thr Lys Arg Arg Val Phe Phe Arg Asn He Lys He Leu He Pro 

w ®° 90 

Ala Thr Trp Lys Ala Asn Asn Asn Ser Lys He Lys Gin Glu Ser 

95 100 105 

Tyr Glu Lys Ala Asn Val He Val Thr Asp Trp Tyr Gly Ala His 

110 115 ^20 

Gly Asp Asp Pro Tyr Thr Leu Gin Tyr Arg Gly Cys Gly Lys Glu 

125 130 3^35 

Gly Lys Tyr He His Phe Thr Pro Asn Phe Leu Leu Asn Asp Asn 

140 145 150 

Leu Thr Ala Gly Tyr Gly Ser Arg Gly Arg Val Phe Val His Glu 

155 160 165 

Trp Ala His Leu Arg Trp Gly Val Phe Asp Glu Tyr Asn Asn Asp 

170 175 180 

Lys Pro Phe Tyr He Asn Gly Gin Asn Gin He Lys Val Thr Arg 

185 190 195 

Cys Ser Ser Asp He Thr Gly He Phe Val Cys Glu Lys Gly Pro 

200 205 210 

Cys Pro Gin Glu Asn Cys He He Ser Lys Leu Phe Lys Glu Gly 

215 220 225 



Met Phe Met 


230 






235 










240 


Gin Ser 


Tyr 


Leu Cys 


Gly Glu 


He 


Cys 


Asn 


Ala 


Ser 


Thr His Asn 


245 






250 








255 


Gin Glu 


Ala 


Pro Asn 


Leu Gin 


Asn 


Gin 


Met 


Cys 


Ser 


Leu Arg Ser 


260 






265 








270 


Ala Trp 


Asp 


Val He 


Thr Asp 


Ser 


Ala 


Asp 


Phe 


His 


His Ser Phe 


275 






280 








285 


Pro Met 


Asn 


Gly Thr 


Glu Leu 


Pro 


Pro 


Pro 


Pro 


Thr 


Phe Ser Leu 


290 






295 










300 


Val Glu 


Ala 


Gly Asp Lys Val 


Val 


Cys 


Leu 


Val 


Leu 


Asp Val Ser 


305 






310 








315 


Ser Lys 


Met 


Ala Glu 


Ala Asp 


Arg 


Leu 


Leu 


Gin 


Leu 


Gin Gin Ala 


320 






325 










330 


Ala Glu 


Phe 


Tyr Leu 


Met Gin 


He 


Val 


Glu 


He 


His 


Thr Phe Val 


335 






340 










345 


Gly He 


Ala 


Ser Phe 


Asp Ser 


Lys 


Gly Glu 


He 


Arg 


Ala Gin Leu 


350 






355 










360 


His Gin 


He 


Asn Ser 


Asn Asp 


Asp 


Arg 


Lys 


Leu 


Leu 


Val Ser Tyr 


365 






370 










375 


Leu Pro 


Thr 


Thr Val 


Ser Ala 


Lys 


Thr 


Asp 


He 


Ser 


He Cys Ser 


380 






385 








390 


Gly Leu 


Lys 


Lys Gly 


Phe Glu 


Val 


Val 


Glu 


Lys 


Leu 




395 






400 








405 


Asn Gly Lys 


Ala Tyr 


Gly 


Ser Val 


Met He 


Leu 


Val 


Thr 


Ser 


Gly 


Asp Asp Lys 


410 






415 










420 


Leu Leu < 


Gly Asn Cys 


Leu Pro 


Thr 


Val 


Leu 


Ser 


Ser 




425 






430 










435 
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Gly Ser Thr He His Ser He Ala Leu Gly Ser Ser Ala Ala Pro 

440 

Asn Leu Glu Glu Leu Ser Arg Leu Thr Gly Gly Leu Lys Phe Phe 
455 

Val Pro Asp He Ser Asn Ser Asn Ser Met He Asp Ala Phe Ser 

475 

Arg He Ser Ser Gly Thr Gly Asp He Phe Gin Gin His He Gin 



485 490 



Leu Glu Ser Thr Gly Glu Asn Val Lys Pro His His Gin Leu lyl 



500 



505 



Asn Thr val Thr Val Asp Asn Thr Val G~ly Asn Asp Thr Met Ihe 

520 

Leu Val Thr Trp Gin Ala Ser Gly Pro Pro Glu He He Leu Phe 



Asp Pro Asp Gly Arg Lys Tyr Tyr Thr Asn Asn Phe He Thr Asn 
545 550 5 

a Lys 
570 
r Leu 
585 
r Ala 
600 
: Leu 
615 
L Gly 
630 
. Pro 
645 
Ala 
660 
Phe 
675 
Val 
690 
Gly 
705 
lie 

^..x Msn A±a Pro Arg Lys Ser Val Gly Arg Asn Glu Glu Glu 

"725 730 735 

Arg Lys Trp Gly Phe Ser Arg Val Ser Ser Gly Gly Ser Phe Ser 
•740 745 750 



Pro 


560 






565 




Gly His Trp Thr Tyr 


Thr 


Leu Asn 


Asn 


Thr 


Gin 


575 






580 




Ala Leu Lys Val Thr 


Val 


Thr Ser 


Arg 


Ala 


Val 


590 






595 




Pro Pro Ala Thr Val 


Glu 


Ala Phe 


Val 


Glu 


His 


605 






610 




Phe Pro His Pro Val 


Met 


He Tyr 


Ala 


Asn 


Phe 


620 






625 




Tyr Pro He Leu Asn 


Ala 


Thr Val 


Thr 


Ala 


Glu 


635 






640 




Thr Gly Asp Pro Val 


Thr 


Leu Arg 


Leu 


Leu 




650 






655 




Gly Ala Asp Val lie Lys 


Asn 


Asp Gly 


He 


Tyr 


Phe 


665 






670 


Ser Phe Ala Ala Asn 


Gly Arg Tyr 


Ser 


Leu 


Asn 


680 






685 




His Ser Pro Ser He 


Ser 


Thr Pro 


Ala 


His 


Ser 


695 






700 




His Ala Met Tyr Val 


Pro 


Gly Tyr Thr Ala . 




710 






715 





val Leu Gly Val Pro Ala Gly Pro His Pro Asp Val Phe Pro Pro 
"^55 760 765 

Cys Lys He He Asp Leu Glu Ala Val Lys Val Glu Glu Glu Leu 



770 



775 



Thr Leu Ser Trp Thr Ala Pro Gly Glu Asp Phe Asp Gin Gly G^n 

790 795 
Ala Thr Ser Tyr Glu He Arg Met Ser Lys Ser Leu Gin Asn He 

805 310 
Gin Asp Asp Phe Asn Asn Ala He Leu Val Asn Thr Ser Lys Arg 
815 820 825 

Asn Pro Gin Gin Ala Gly He Arg Glu He Phe Thr Phe Ser Pro 

830 835 
Gin He Ser Thr Asn Gly Pro Glu His Gin Pro Asn Gly Glu Thl 
845 850 855 
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His 


Glu 


Ser 


His 


Arg 
860 


He 




Val 




± j.e 
865 


Arg 


Ala 


Met 


Asp 


Arg 

Q "7 fl 
O / U 


Asn 


Ser 


Leu 


Gin 


Ser 


Ala 


Val 


Ser 


Asn 


J. J. 


>^xa 


\J±I1 


TV T 

AXa 


Pro 


Leu 


Phe 


He 






875 










880 










885 


Pro 


Pro 


Asn 


Ser 


ASD 


Pro 


Val 


IT 1.KJ 




Arg 


Asp 


Tyr 


Leu 


He 








890 










895 






900 


Leu 


Lys 


Gly 


Val 


Leu 


Thr 


Ala 


Met 


Gly 


Leu 


He 


Gly 


He 


He 










905 










910 








915 


Cys 


Leu 


He 


He 


Val 


Val 


Thr 


His 


His 


Thr 


Leu 


Ser 


Arg 


Lys 


Lys 










920 










925 










930 


Arg 


Ala 


Asp 


Lys 


Lys 
935 


Glu 


Asn 


Gly 


Thr 


Lys 
940 


Leu 


Leu 







<210> 10 
<211> 519 
<212> PRT 

<2X3> Homo sapiens 
<220> 

<22l> misc_f eature 

<223> Incyte ID No: 3148427CD1 



<400> 10 

Met Glu Glu Met Phe His Lys Lys Ser Glu Ala Val Arg Arg Leu 

1 5 in 



15 



Val 


Glu Ala 


Ala Glu 


Glu 


Ala 


His 


Leu 


Lys 


His 


Glu 


Phe Asp Ala 


Asp 




20 










25 






30 


Leu Gin 


Tyr Glu 


Tyr 


Phe 


Asn 


Ala 


Val 


Leu 


He 


Asn Glu Arg 






35 










40 






45 


Asp 


Lys Asp 


Gly Asn 


Phe 


Leu 


Glu 


Leu 


Gly 


Lys 


Glu 


Phe He Leu 


Ala 




50 










55 






60 


Pro Asn 


Asp His 


Phe 


Asn 


Asn 


Leu 


Pro 


Val 


Asn 


He Ser Leu 






65 










70 






75 


Ser 


Asp Val 


Gin Val 


Pro 


Thr 


Asn 


Met 


Tyr 


Asn 


Lys 


Asp Pro Ala 


He 




80 










85 






90 


Val Asn 


Gly Val 


Tyr 


Tirp 


Ser 


Glu 


Ser 


Leu 


Asn 


Lys Val Phe 


Val 




95 










100 






105 


Asp Asn 


Phe Asp 


Arg 


Asp 


Pro 


Ser 


Leu 


He 


Trp 


Gin Tyr Phe 


Gly 




110 










115 




120 


Ser Ala 


Lys Gly 


Phe 


Phe 


Arg 


Gin 


Tyr 


Pro 


Gly 


He Lys Trp 


Glu 




125 










130 






135 


Pro Asp 


Glu Asn 


Gly 


Val 


He 


Ala 


Phe 


Asp 


Cys 


Arg Asn Arg 


Lys 




140 










145 






150 


Trp Tyr 


He Gin 


Ala 


Ala 


Thr 


Ser 


Pro 


Lys 


Asp 


Val Val He 






155 










160 






165 


Leu 


Val Asp 


Val Ser 


Gly 


Ser 


Met 


Lys 


Gly Leu Arg Leu Thr He 


Ala 




170 










175 






180 


Lys Gin 


Thr Val 


Ser 


Ser 


He 


Leu 


Asp 


Thr 


Leu 


Gly Asp Asp 




Phe Phe 


185 










190 






195 


Asp 


Asn He 


He 


Ala 


Tyr 


Asn 


Glu 


Glu 


Leu 


His Tyr Val 


Glu 




200 










205 






210 


Pro Cys 


Leu Asn 


Gly Thr Leu Val 


Gin 


Ala 


Asp 


Arg Thr Asn 




Glu His 


215 










220 






225 


Lys 


Phe Arg 


Glu 


His 


Leu . 


Asp 


Lys 


Leu 


Phe 


Ala Lys Gly 






230 










235 






240 



13/43 



O! '9 7' B S ,1. 3 'E „ O 6 J.. J.. 0 :1 

wo 00/1271 1 PCT/US99/20468 



He 






Asp 


X ±e 


Ala 


Leu 


Asn 


Glu 


Ala 


Phe 


Asn 


He 


Leu 








^ rt o 










"i C f\ 
^ D U 










255 


Se^ 




Asn 


His 


X liX 


Gly Gin 


V3xy 


O a 

oer 


lie 


Cys 


Ser 


Gin 


Ala 








260 










o ^ c 










270 


X X c 




X X c 


1. liX 


Asp 


Gly Ala 


val 


Asp 


Thr 


Tyr 


Asp 


Thr 


He 








275 










O O A 










285 


Phe 


Ala IjVC! 


J. yx 


Asn 


xrp 


Pro 


Asp 


Arg 


Lys 


Val 


Arg 


He 


Phe 


Thr 








290 










O Q C 

y b 










300 




Leii Xle 


Gly 


-H-xy 


Glu 


i-iX a. 


/1.x a 


fne 


A J. Si 


Asp 


Asn 


Leu 


Lys 


Trp 








305 










^ J. u 










315 


Met 


Ala Cys 


Ala 


noil 


Lys 


\:t±y 


fne 


irne 


Tnr 


Gin 


lie 


Ser 


Thr 


Leu 








O ^ \J 










32 5 










330 


Ala 


Asn VaI 


Gin 


Glu 


Asn 


vai 


Met 


CjixU 


Tyr 


Leu 


His 


Val 


Leu 


Ser 








335 










34 0 










345 




P2ro Lys 


V dx 


X X e 


Asp 


Coin 


Glu 


His 


Asp 


Val 


Val 


Trp 


Thr 


Glu 








350 










Ten 










360 


Ala 


Tyr He 


Asp 


Ser 


1 nr 


Leu 


Pro 


Gin 


Ala 


Gin 


Lys 


Leu 


Thr 


Asp 








D 










3 70 










375 




Gin Gly 


Pro 


va J. 


Leu 


Met 


Thr 


Thr 


Val 


Ala 


Met 


Pro 


Val 


Phe 








ft o 
J o u 










3 85 










390 


OCX 


Lys Gin 


Asn 


taXU 


inr 


Arg 


Ser 


Lys 


Gly 


He 


Leu 


Leu 


Gly Val 








Q c: 

O Z7 o 










4 00 










405 


V dx 


Gly Thr Asp 


vai 


Pro 


Val 


Lys 


Glu 


Leu 


Leu 


Lys 


Thr 


He 


Pro 








r± X 










415 










420 




Tyr Lys 


Leu 


\jxy 


lie 


His 


Gly 


Tyr 


Ala 


Phe 


Ala 


He 


Thr 


Asn 


















430 










435 


Ash 


Gly Tyr 


He 


Leu 


Thr 


His 


Pro 


Glu 


Leu 


Arg 


Leu 


Leu 


Tyr 


Glu 








440 










445 










450 


Vsx tl 


Gly Lys 


Lys 


Arg 


Arg 


Lys 


Pro 


Asn 


Tyr 


Ser 


Ser 


Val 


Asp 


Leu 








455 










460 










465 


Ser 


Glu Val 


Glu 


Trp 


Glu 


Asp 


Arg 


Asp 


Asp 


Val 


Leu 


Arg 


Asn 


Ala 








470 










475 










480 


Met 


Val Asn 


Arg 


Lys 


Thr 


Gly 


Lys 


Phe 


Ser 


Met 


Glu 


Val 


Lys 


Lys 








485 










490 










495 


Thr 


Val Asp 


Lys 


Gly Val 


His 


Phe 


Ser 


Gin 


Thr 


Phe 


Leu 


Leu 


Leu 








500 










505 










510 


Asn 


Leu Lys 


Gin 


Thr 


Thr 


Val 


Lys 


Asn 




















515 























<210> 11 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3342358CD1 

<400> 11 

Met Thr Asp Ser Ala Thr Ala Asn Gly Asp Asp Arg Asp Pro Glu 
^5 10 15 

He Glu Leu Phe Val Lys Ala Gly He Asp Gly Glu Ser He Gly 

20 25 30 

Asn Cys Pro Phe Ser Gin Arg Leu Phe Met He Leu Trp Leu Lys 

35 40 45 



14/43 



0'9 7''S&,1,:3 3 . 



lit 



O 6 A JJQ J 



wo 00/12711 



PCT/US99/20468 



Glv 


Val 


Val 


Phe 


Asn 
50 


Val 


Thr 


Thr- 


V d J. 


Asp 
55 


Leu 


Lys 


Arg 


Lys 


Pro 
60 


Ala 


ASD 


Leu 


His 


Asn 
65 


Leu 


Ala 


Pro 


Gly 


70 


itXS 


Pro 


Pro 


Pne 


Leu 
75 


Thr 


Phe 


Asn 


Glv 


Asp 
80 


Val 


Lys 


Thr 




V ct J. 

85 


Asn 


Lys 


xxe 


Glu 


Glu 
90 


Phe 


Leu 


Glu 


Glu 


Thr 
95 


Leu 


Thr 


Pro 


Glu 


Lys 
100 


Tyr 


Pro 


Jjys 


Leu 


Ala 
105 


Ala 


LiVS 


His 


Arcr 


Glu 
110 


Ser 


Asn 


Thr 


Ala 


y 

115 


X JL c 


Asp 


xxe 


T~\ V-i n 

Fne 


Ser 
x^ u 


LVS 


Phe 


Ser 


Ala 


Tvr 
125 


lie 


Lys 


Asn 


Thr 


Lys 
130 


\jxn 


uxn 


Asn 


Asn 


TV T _ 

Ala 
135 


Ala 


Leu 


Glu 


Arg 


Glv 
140 


Leu 


Thr 


Lys 


At a 


Leu 
145 


Lys 


Lys 


Leu 


Asp 


Asp 
150 


Tvr 


Leu 


Asn 


Thr 


Pro 
155 


Leu 


Pro 




(^iU 


i. j.e 
160 


Asp 


TV 1 

Ala 


Asn 


Thr 


Cys 
165 


Glv 


Glu 


Asp. Lys 


Gly 


Ser 


Arg 


Arg 


Lys 


fne 


Leu 


Asp 


Gly 


Asp 


Glu 










170 










175 










180 


LiSU 


Thr 


Leu 


Ala 


Asp 
185 


Cys 


Asn 


Leu 


Leu 


Pro 
190 


Lys 


Leu 


His 


Val 


Val 
lyb 


Lys 


lie 


Val 


Ala 


Lys 
200 


Lys 


Tyr 


Arg 


Asn 


Tyr 
205 


Asp 


He 


Pro 


Ala 


Glu 
210 


Met 


Thr 


Gly 


Leu 


Trp 
215 


Arg 


Tyr 


Leu 


Lys 


Asn 
220 


Ala 


Tyr 


Ala 


Arg 


Asp 
225 


Glu 


Phe 


Thr 


Asn 


Thr 
230 


Cys 


Ala 


Ala 


Asp 


Ser 
235 


Glu 


He 


Glu 


Leu 


Ala 
240 


Tyr 


Ala 


Asp 


Val 


Ala 


Lys 


Arg 


Leu 


Ser 


Arg 


Ser 











<210> 12 
<211> 323 
<212> PRT 

<213> Homo sapiens 
<220> 

<22l> misc^f eature 

<223> Incyte ID No: 1267774CD1 

<400> 12 



Met 


Gly Leu 


Phe 


Asp 


Arg 


Gly 


Val 


Gin 


Met 


Leu 


Leu 


Thr 


Thr 


Val 


1 








5 










10 










15 


Gly Ala 


Phe 


Ala 


Ala 


Phe 


Ser 


Leu 


Met 


Thr 


He 


Ala 


Val 


Gly Thr 










20 










25 










30 


Asp 


Tyr 


Trp 


Leu 


Tyr 


Ser 


Arg 


Gly Val 


Cys 


Lys 


Thr 


Lys 


Ser 


Val 










35 










40 










45 


Ser 


Glu 


Asn 


Glu 


Thr 


Ser 


Lys 


Lys 


Asn 


Glu 


Glu 


Val 


Met 


Thr 


His 










50 










55 










60 


Ser 


Gly 


Leu 


Trp 


Arg 


Thr 


Cys 


Cys 


Leu 


Glu 


Gly Asn Ser 


Lys 


Gly 










65 










70 










75 


Leu 


Cys 


Lys 


Gin 


He 


Asp 


His 


Phe 


Pro 


Glu 


Asp 


Ala 


Asp 


Tyr 


Glu 










80 










85 










90 


Ala 


Asp 


Thr 


Ala 


Glu 


Tyr 


Phe 


Leu 


Arg 


Ala 


Val 


Arg 


Ala 


Ser 


Ser 










95 










100 










105 


He 


Phe 


Pro 


He 


Leu 


Ser 


Val 


He 


Leu 


Leu 


Phe 


Met 


Gly 


Gly 


Leu 



245 



250 



110 



115 



120 
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Cvs 


He 


Ala 


Ala 


Ser 
125 


Glu 


Phe 




Lys 


1 nr 

X J U 


Arg 


His 


Asn 


He 


He 
135 


lieu 


Ser 


Ala 


Gly 


He 
140 


Phe 


Phe 


Val 


OCX 


A J. cl 

145 


Gly 


Leu 


Ser 


Asn 


He 
150 


lie 


Gly 


He 


He 


Val 


Tvr 


He 


Ser 




Asn 


Ala 


Gly Asp 


Pro 


Ser 










155 










160 










165 


Lys 


Ser 


Asp 


Ser 


Lvs 


Lvs 


Asn 


Ser 


X yx 


Q O V 
OCX 


Tyr Gly Trp 


Ser 


Phe 










170 










175 










180 


Tyr 


Phe 


Gly Ala 


Leu 


Ser 


Phe 


He 


He 


r-iXci 


Glu 


Met 


Val 


Gly 


Val 










185 










190 








195 


Leu 


Ala 


Val 


His 


Met 
200 


Phe 


He 


Asp 


Arg 


205 


Lys 


Gin 


Leu 


Arg 


Ala 
210 


Thr 


Ala 


Arg 


Ala 


Thr 
215 


Asp 


TVT" 

J. y J. 


Leu 




>T>X a. 

220 


Ser 


Ala 


He 


Thr 


Arg 
225 


He 


Pro 


Ser 


Tyr 


Arg 
230 




Arg 


lyr 


uxn 


Arg 
235 


Arg 


Ser 


Arg 


Ser 


Ser 
240 


Ser 


Arci 


Ser 


Thr 


Glu 
245 


Pro 


Q <z> v 


£1X S 


Ser 


Arg 
250 


Asp 


Ala 


Ser 


Pro 


Val 
255 


Glv 


He 


Lys 


Gly 


Phe 
260 




X liX 


Leu 


Pro 


Ser 
265 


Thr 


Glu 


He 


Ser 


Met 
270 


Tyr 


inr 


Leu 


Ser 


Arg 
275 


Asp 


Pro 


Leu 


Lys 


Ala 
280 


Ala 


Thr 


Thr 


Pro 


Thr 
285 


Ala 


Thr 


Tyr 


Asn 


Ser 
290 


Asp 


Arg 


Asp 


Asn 


Ser 
295 


Phe 


Leu 


Gin 


Val 


His 
300 


Asn 


Cys 


He 


Gin 


Lys 
305 


Glu 


Asn 


Lys 


Asp 


Ser 
310 


Leu 


His 


Ser 


Asn 


Thr 
315 


Ala 


Asn 


Arg 


Arg 


Thr 
320 


Thr 


Pro 


Val 

















<;210> 13 
<211> 51 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1817329CD1 

<400> 13 

Met Asn Gin Gly Ser Gly Leu Asp Leu Leu Lys He Ser Tyr Gly 

15 10 15 

Lys Gly Ala Arg Arg Lys Asn Arg Phe Lys Gly Ser Asp Gly Ser 

20 25 30 

Thr Ser Ser Asp Thr Thr Ser Asn Ser Phe Val Arg Gin Val Arg 

35 40 45 
Val Leu Ser Ser Trp Phe 

50 



<210> 14 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<220> 
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<221> misc_f eature 

<223> Incyte ID No: 3273307CD1 

<400> 14 

Met Glu Gin Arg Lys Leu Asn Asp Gin Ala Asn Thr Leu Val Asp 
15 10 15 

Leu Ala Lys Thr Gin Asn He Met Tyr Asp Met He Ser Asp Leu 

20 25 30 

Asn Glu Arg Ser Glu Asp Phe Glu Lys Arg He Val Thr Leu Glu 

35 40 45 

Thr Lys Leu Glu Thr Leu He Gly Ser He His Ala Leu Pro Gly 

50 55 60 

Leu He Ser Gin Thr He Arg Gin Gin Gin Arg Asp Phe He Glu 

65 70 75 

Ala Gin Met Glu Ser Tyr Asp Lys His Val Thr Tyr Asn Ala Glu 

80 85 90 

Arg Ser Arg Ser Ser Ser Arg Arg Arg Arg Ser Ser Ser Thr Ala 

95 100 105 

Pro Pro Thr Ser Ser Glu Ser Ser 
110 



<210> 15 

<211> 215 

<212> PRT 

<213 > Homo sapiens 

<220> 

<22l> misc_feature 

<223> Incyte ID No: 3824833CD1 

<400> 15 

Met His Arg Asp Ala Trp Leu Pro Arg Pro Ala Phe Ser Leu Thr 
^5 10 15 

Gly Leu Ser Leu Phe Phe Ser Leu Val Pro Pro Gly Arg Ser Met 
20 25 30 

Glu Val Thr Val Pro Ala Thr Leu Asn Val Leu Asn Gly Ser Asp 
35 40 45 

Ala Arg Leu Pro Cys Thr Phe Asn Ser Cys Tyr Thr Val Asn His 
50 55 60 

Lys Gin Phe Ser Leu Asn Trp Thr Tyr Gin Glu Cys Asn Asn Cys 
65 70 75 

Ser Glu Glu Met Phe Leu Gin Phe Arg Met Lys He He Asn Leu 
80 85 90 

Lys Leu Glu Arg Phe Gin Asp Arg Val Glu Phe Ser Gly Asn Pro 
95 100 105 

Ser Lys Tyr Asp Val Ser Val Met Leu Arg Asn Val Gin Pro Glu 
HO 115 120 

Asp Glu Gly He Tyr Asn Cys Tyr He Met Asn Pro Pro Asp Arg 
125 130 135 

His Arg Gly His Gly Lys He His Leu Gin Val Leu Met Glu Glu 
140 145 150 

Pro Pro Glu Arg Asp Ser Thr Val Ala Val He Val Gly Ala Ser 
155 160 165 

Val Gly Gly Phe Leu Ala Val Val He Leu Val Leu Met Val Val 
170 175 180 
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Lys Cys Val Arg Arg Lys Lys Glu Gin Lys Leu Ser Thr Asp Asp 

185 190 

Leu Lys Thr Glu Glu Glu Gly Lys Thr Asp Gly Glu Gly Asn Pro 

200 205 2X0 
Asp Asp Gly Ala Lys 

215 



<210> 16 
<211> 235 
<212> PRT 

<213> Homo sapiens 
<220> 

<221>- misc_feature 

<223> Incyte ID No: 2069907CD1 

<400> 16 



Met Phe He Trp Thr Ser Gly Arg Thr Ser Ser Ser Tyr Arg His 
15 10 15 

Asp Glu Lys Arg Asn He Tyr Gin Lys He Arg Asp His Asp Leu 
20 25 30 

Leu Asp Lys Arg Lys Thr Val Thr Ala Leu Lys Ala Gly Glu Asp 
35 40 45 

Arg Ala He Leu Leu Gly Leu Ala Met Met Val Cys Ser He Met 
5° 55 60 

Met Tyr Phe Leu Leu Gly He Thr Leu Leu Arg Ser Tyr Met Gin 
65 70 75 

Ser val Trp Thr Glu Glu Ser Gin Cys Thr Leu Leu Asn Ala Ser 
80 85 90 

He Thr Glu Thr Phe Asn Cys Ser Phe Ser Cys Gly Pro Asp Cys 
35 100 105 

Trp Lys Leu Ser Gin Tyr Pro Cys Pro Gin Val Tyr Val Asn Leu 
110 115 120 

Thr Ser Ser Gly Glu Lys Leu Leu Leu Tyr His Thr Glu Glu Thr 
125 130 135 

He Lys He Asn Gin Lys Cys Ser Tyr He Pro Lys Cys Gly Lys 
140 145 150 

Asn Phe Glu Glu Ser Met Ser Leu Val Asn Val Val Met Glu Asn 
155 160 165 

Phe Arg Lys Tyr Gin His Phe Ser Cys Tyr Ser Asp Pro Glu Gly 
I'^O 175 180 

Asn Gin Lys Ser Val He Leu Thr Lys Leu Tyr Ser Ser Asn Val 
185 190 195 

Leu Phe His Ser Leu Phe Trp Pro Thr Cys Met Met Ala Gly Gly 
200 205 210 

val Ala He Val Ala Met Val Lys Leu Thr Gin Tyr Leu Ser Leu 
215 220 225 

Leu Cys Glu Arg He Gin Arg He Asn Arg 
230 235 



<210> 17 
<211> 234 
<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_f eature 

<223> Incyte ID No: 2243917CD1 

<400> 17 



O ^ '7 SI ^ ± 3 3 . G! .1 1. 0 :l 



PCT/US99/20468 



Met Ala Glu Asn His Cys Glu Leu Leu Ser Pro Ala Arg Gly Gly 



1 5 10 



15 



lie Gly Ala Gly Leu Gly Gly Gly Leu Cys Arg Arg Cys Ser Ala 
20 25 30 

Gly Leu Gly Ala Leu Ala Gin Arg Pro Gly Ser Val Ser Lys Trp 
35 40 45 

Val Arg Leu Asn Val Gly Gly Thr Tyr Phe Leu Thr Thr Arg Gin 
50 55 60 

Thr Leu Cys Arg Asp Pro Lys Ser Phe Leu Tyr Arg Leu Cys Gin 
65 70 75 

Ala Asp Pro Asp Leu Asp Ser Asp Lys Asp Glu Thr Gly Ala Tyr 
80 85 90 

Leu He Asp Arg Asp Pro Thr Tyr Phe Gly Pro Val Leu Asn Tyr 
95 100 105 

Leu Arg His Gly Lys Leu Val He Asn Lys Asp Leu Ala Glu Glu 
110 115 120 

Gly Val Leu Glu Glu Ala Glu Phe Tyr Asn He Thr Ser Leu He 
125 130 135 

Lys Leu Val Lys Asp Lys He Arg Glu Arg Asp Ser Lys Thr Ser 
140 145 -L50 

Gin Val Pro Val Lys His Val Tyr Arg Val Leu Gin Cys Gin Glu 
155 160 165 

Glu Glu Leu Thr Gin Met Val Ser Thr Met Ser Asp Gly Trp Lys 
170 175 180 

Phe Glu Gin Leu Val Ser He Gly Ser Ser Tyr Asn Tyr Gly Asn 
185 190 195 

Glu Asp Gin Ala Glu Phe Leu Cys Val Val Ser Lys Glu Leu His 
200 205 210 

Asn Thr Pro Tyr Gly Thr Ala Ser Glu Pro Ser Glu Lys Ala Lys 
215 220 225 

He Leu Gin Glu Arg Gly Ser Arg Met 
230 



<210> 18 
<211> 301 
<212> PRT 

< 2 1 3 > Homo sap i ens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2597476CD1 

<400> 18 

Met Val Phe Thr Gin Ala Pro Ala Glu He Met Gly His Leu Arg 
^5 10 15 

He Arg Ser Leu Leu Ala Arg Gin Cys Leu Ala Glu Phe Leu Gly 

20 25 30 

Val Phe Val Leu Met Leu Leu Thr Gin Gly Ala Val Ala Gin Ala 

35 40 45 

Val Thr Ser Gly Glu Thr Lys Gly Asn Phe Phe Thr Met Phe Leu 
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Ala Gly Ser Leu Ala Val Thr He Ala He Tyr Val Gly Gly Asn 

Val Ser Gly Ala His Leu Asn Pro Ala Phe Ser Leu Ala Met Cys 

8 0 Q g 

He val Gly Arg Leu Pro Trp Val Lys Leu Pro He Tyr He Leu 

100 

Val Gin Leu Leu Ser Ala Phe Cys Ala Ser Gly Ala Thr Tyr Val 



110 



Leu Tyr His Asp Ala Leu Gin Asn Tyr ^h^ Gly Gly Asn Leu HI 



125 



130 



Val Thr Gly Pro Lys Glu Thr Ala Ser He Phe Ala Thr Tyr Pro 

145 150 
Ala Pro Tyr Leu Ser Leu Asn Asn Gly Phe Leu Asp Gin Val Leu 



155 



ISO 



Gly Thr Gly Met Leu He Val Gly Leu Zlu Ala He Leu Asp Irg 



170 175 



180 



Arg Asn Lys Gly Val Pro Ala Gly Leu Glu Pro Val Val Val Gly 
185 - ^ 



190 



Met Leu He Leu Ala Leu Gly Leu Ser M^t Gly Ala Asn Cys Gly 



200 



205 



He Pro Leu Asn Pro Ala Arg Asp Leu Gly Pro Arg Leu Phe Thr 



215 



Tyr val Ala Gly Trp Gly Pro Glu Val III ser Ala Gly Asn G^y 

Trp Trp Trp Val Pro Val Val Ala Pro Leu Val Gly Ala Thr vll 
245 250 



Gly Thr Ala Thr Tyr Gin Leu Leu Val 111 Leu His His Pro Glu 



260 



265 



Gly Pro Glu Pro Ala Gin Asp Leu Val Ser Ala Gin His Lys HI 



275 



Ser Glu Leu Glu Thr Pro Ala Ser Ala Sin Met Leu Glu Cys Lys 



Leu 



<210> 19 

<211> 2994 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1568324CB1 

<400> 19 



PCT/US99/20468 



gggaggcact gcccgtgttg ggatgcagaa gggatcagct tccagttgtc ttggagttga 60 
llTJralT '^^r"'"'^" -9^5-aggg gcgcagggag tctgLagct ccSgagcfg 120 
ttctt™ "^'^39<=<=g9t ctccaaccag tactgagaag cgcatgagct tcglgtocat 180 
t.Hllt2 ^ ccagaggttg agccggaccc tgaggctggg agtgagcaag aggtattttc 240 
miil^^^^ gggcccagtg ccgaggagac gccttcagac acagaatctc c^aagtcct 300 
lllltr^T '^'^^^^'^^^^ acoagggcct tctggggatg gaccccccag gtgacftggt 360 
lllT.T^^ g^^gctgaga gcactgagga ccttaaggcc ctgagcagcg fggaggaSa 42^ 
agaaatggga ggtgccgccc aggagcctga gagccttctg ccaccctctg tgctl^acca 480 
ggccagcgtc attgcggagc gatttgtcag cagcttctct cggcggagc! gcgt^gcaca sTo 
ggaggacagc aagtccagtg gctttgggag cccgcggctg gfcagccgga gcfgcagcgt loo 
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gctcagcctg gagggcagcg agaagggcct ggcccggcat ggcagtgcca cagactccct 660 
cagctgtcag ctctccccag aagtggacat cagtgtgggg gcggccacag aggacagccc 720 
ttctgtcaat gggatggagc ccccaagccc aggctgccca gtggagcctg accggtcttc 780 
ctgcaagaag aaggaatcag cactctccac ccgagaccgg ctgttgctag acaagattaa 84 0 
gagctattat gaaaatgcag aacaccatga tgcaggcttc agcgtccgtc gccgggagag 900 
cctctcctac atccccaaag gactggtaag aaactccatc tccaggttca acagccttcc 960 
ccggccagac ccagagccag tacctccagt ggggagcaag agacaggtgg gctcccggcc 1020 
gacttcgtgg gccctgtttg agctcccagg accaagccag gcagtcaaag gggacccacc 1080 
tcccatctca gatgctgagt tccgcccatc ttcagaaatt gtgaagatct gggagggaat 114 0 
ggagtcttcc ggagggagcc ctgggaaggg gccaggccag ggccaggcca atggctttga 1200 
cctgcatgag ccactcttca tcctggagga gcatgagctg ggagccatca cagaggagtc 1260 
ggccactgcc tccccggaaa gctcctctcc cactgagggg cgcagcccgg cccacctggc 1320 
ccgggagctg aaagagctgg tgaaggagct gagcagcagt acccaggggg agctggtggc 1380 
cccactgcac ccccgcatcg tgcagctctc ccacgtaatg gacagccacg tgagcgagcg 144 0 
cgtcaagaac aaggtctacc agctggcccg ccagtacagc ctccggatca agagcaacaa 1500 
gccagtgatg gccaggccac cactgcagtg ggaaaaggtg gcccctgaga gggatgggaa 1560 
gagccccact gtgccctgtc tacaggaaga ggctggagag ccattaggtg gcaaaggtaa 1620 
gaggaagccg gtgctgtctc tatttgacta tgagcagctg atggcccagg agcacagccc 1680 
tcccaagccc tcctcggctg gggagatgtc accacagcgt ttcttcttca acccgcctgc 1740 
tgtcagccag aggaccacct cgcctggggg ccggccctcc gcccggagcc ccctcagccc 1800 
cacagagacc ttcagctggc ccgacgtccg tgagctctgc tccaagtatg cctcccgcga 1860 
tgaggcacgc cgagcagggg gcggccggcc ccgcggccca cccgtcaaca ggagccaccc 1920 
ggtgccggag aacatggtag agccacctct gtcgggcagg gtgggccgct gccgcagcct 1980 
gagcaccaag aggggccggg gaggcggaga ggctgcccaa tcccctgggc ctctgcccca 2040 
gagcaagccg gatggaggcg agaccctgta tgtcactgca gacctcaccc tggaggacaa 2100 
ccggcgggtg attgtcatgg agaagggacc ccttcccagc cccactgcag ggctggagga 2160 
gagcagtggc cagggaccaa gctcaccggt ggccctgctg gggcaggttc aggacttcca 2220 
gcagtctgca gagtgccagc cgaaggaaga gggttccagg gacccggcag acccgagcca 2280 
gcagggcaga gtgagaaacc ttagagagaa gttccaggcc ttgaactctg tcggttgatg 2340 
ctgactcctg ggggagggag gagtcatgtt ggaggttggg gaagaacctg ggcatccttc 2400 
ccctcaagcc tgggctcatg gagcccctgc ccagggccct caggtgggcg gaaagtccat 2460 
cccctccgcc cttcaggaag gatgctcccg tgtgcagggg tctcctgcct gtgccatcca 2520 
ctggggctcg agacaatttc ccactcacct gtgaggccgg tgtggctgct tcccttgtaa 2 580 
atagttgttc tctggtaaga agccaaatat ttaagctcac ttcttcccag agagaggaag 2640 
ctctgctcag gcctccagcg ttggctggcc atggccacag ccagatggag gagcccatcc 2700 
ccaggagact caggcagtgg cctggagagg ctttgttctg taacggtgcc ttttcttagg 2760 
gtccaggcag gaatgaagcc aataatttat tgctttccat tctgtggtat gatgtgcgtg 2820 
tgcgtgagtg tgtggcccct gtttattccc ctcctgtcaa gaatgaagtg gattcagttc 2880 
aggtactttt gagggttgtt gtgctgaccc tgtggttgtc gctgatgtac acacatttca 294 0 
ttatttgcca atggtgcaat aaccactgct gaccaaccca aaaaaaaaaa aaaa 2994 

<210> 20 
<211> 1298 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 4094907CB1 



<400> 20 

cacgaccccc tgcctcttct tccagaagcc 
atagtttcac ctgctattgt ttcccccacc 
ctgatcacta gatcccctgc atctccactg 
ctcacaaaat ccaatgcgcc tgtccacatt 
ctggccaccc tcaccaaata ccctgaatcc 



aatgggcaca gaagcaccaa ttctcccaca 60 
caggacagtc ggcccaatat gtcaagacct 120 
aacaaccaag gcatccctac tccagcacaa 180 
gatgtgggcg gccacatgta caccagcagc 240 
agaatcggaa gactttttga tggtacagag 300 
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cccattgttt tggacagtct caaacagcac tatttcattg acagagatgg acagatgttc 360 
agatatatct tgaattttct acgaacatcc aaactcctca ttcctgatga tttcaaggac 420 
tacactttgt tatatgaaga ggcaaaatat tttcagcttc agcccatgtt gttggagatg 480 
gaaagatgga agcaggacag agaaactggt cgattttcaa ggccctgtga gtgcctcgtc 54 0 
gtgcgtgtgg ccccagacct cggagaaagg atcacgctaa gcggtgacaa atccttgata 6 00 
gaagaagtat ttccagagat cggcgacgtg atgtgtaact ctgtcaatgc aggctggaat 660 
cacgactcga cgcacgtcat caggtttcca ctaaatggct actgtcacct caactcagtc 720 
caggtcctcg agaggttgca gcaaagagga tttgaaatcg tgggctcctg tgggggagga 780 
gtagactcgt cccagttcag cgaatacgtc cttcggcggg aactgaggcg gacgccccgt 84 0 
gtaccctccg tcatccggat aaagcaagag cctctggact aaatggacat atttcttatg 900 
caaaaaggaa aacacacaca accaataact caaacaaaaa agggacattt atgtgcagtt 960 
gggacagcaa accaagtcct ggacgtaaaa tcgaataaaa gacacattta tatccaatag 1020 
agaccacacc tgtattcata tgggaacaat tggaatagtg atatcctcaa ggtgtaaaaa 1080 
atatataaat atatatatat atgtcaaaag gtaggaaatg caaaaaagaa aaaaaaaaaa 114 0 
aggtgacagc cgcagttggt gctgtgatgg ccgtgaagtg tcctgggcct cccgaggcct 1200 
ctgacaaata aacaagccat gagtggtgag gacacagtct ccttacagtt tccattgcca 1260 
acaacagcca tccatatttc ttttttcctt tgtctttc 1298 

<210> 21 

<211> 1877 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 518158CB1 

<400> 21 

gcctggccgt caccactccc cagagggcac agggctctgc tgtgcctcag agcaaaagtc 60 
ccagagccag cagagcaggc tgacgacctg caagccacag tggctgccct gtgcgtgctg 120 
cgaggtgggg gaccctgggc aggaagctgg ctgagcccca agaccccggg ggccatgggc 180 
ggggatctgg tgcttggcct gggggccttg agacgccgaa agcgcttgct ggagcaggag 24 0 
aagtctctgg ccggctgggc actggtgctg gcaggaactg gcattggact catggtgctg 3 00 
catgcagaga tgctgtggtt cggggggtgc tcgtgggcgc tctacctgtt cctggttaaa 360 
tgcacgatca gcatttccac cttcttactc ctctgcctca tcgtggcctt tcatgccaaa 420 
gaggtccagc tgttcatgac cgacaacggg ctgcgggact ggcgcgtggc gctgaccggg 480 
cggcaggcgg cgcagatcgt gctggagctg gtggtgtgtg ggctgcaccc ggcgcccgtg 540 
cggggcccgc cgtgcgtgca ggatttaggg gcgccgctga cctccccgca gccctggccg 600 
ggattcctgg gccaagggga agcgctgctg tccctggcca tgctgctgct cggcctcacg 660 
cttggcctct ggctgaccac cgcctgggtg ctgtccgtgg ccgagaggca ggctgttaat 72 0 
gccactgggc acctttcaga cacactttgg ctgatcccca tcacattcct gaccatcggc 780 
tatggtgacg tggtgccggg caccatgtgg ggcaagatcg tctgcctgtg cactggagtc 840 
atgggtgtct gctgcacagc cctgctggtg gccgtggtgg cccggaagct ggagtttaac 900 
aaggcagaga agcacgtgca caacttcatg atggatatcc agtataccaa agagatgaag 960 
gagtccgctg cccgagtgct acaagaagcc tggatgttct acaaacatac tcgcaggaag 102 0 
gagtctcatg ctgcccgcag gcatcagcgc aagctgctgg ccgccatcaa cgcgttccgc 1080 
caggtgcggc tgaaacaccg gaagctccgg gaacaagtga actccatggt ggacatctcc 1140 
aagatgcaca tgatcctgta tgacctgcag cagaatctga gcagctcaca ccgggccctg 1200 
gagaaacaga ttgacacgct ggcggggaag ctggatgccc tgactgagct gcttagcact 1260 
gccctggggc cgaggcagct tccagaaccc agccagcagt ccaagtagct ggacccacga 1320 
ggaggaacca ggctactttc cccagtactg aggtggtgga catcgtctct gccactcctg 1380 
acccagccct gaacaaagca cctcaagtgc aaggaccaaa gggggccctg gcttggagtg 1440 
ggttggcttg ctgatggctg ctggagggga cgctggctaa agtgggtagg ccttggccca 1500 
cctgaggccc caggtgggaa catggtcacc cccactctgc ataccctcat caaaaacact 1560 
ctcactatgc tgctatggac gacctccagc tctcagttac aagtgcaggc gactggaggc 162 0 
aggactcctg ggtccctggg aaagagggta ctaggggccc ggatccagga ttctgggagg 1680 
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cttcagttac cgctggccga gctgaagaac 
ggcgccccct ggtgggacaa caaagaggac 
ggtggggagg aagaagtgta actcaccagc 
agccagaaaa aaaaaaa 

<210> 22 

<211> 2517 

<212> DNA 

<213> Homo sapiens 



tgggtatgag gctggggcgg ggctggaggt 174 0 
accatttttc cagagctgca gagagcacct 1800 
ctctgctctt atctttgtaa taaatgttaa 1860 

1877 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 602926CB1 



<400> 22 

gccaccccgc tctcctcgcc gccgcggcgg caggcgcggg gccgcgccgc gaggcctgat 6 0 
ccctgcagcg cgggcaggcg gcgtcgcaga gcggagctca gctggatgcg tccggactcc 12 0 
tgcaggtgag agtgattttc cagtgattgc tttggcctgt acaaccagag aacaggattc 18 0 
ttcccttctt tttggccacc aaatgcctat gtgcaccaca cattccagtg tgctgagaag 240 
ggcagagctt cttggatgat gatggacgtc ccaccgggca ggatgaaggc agagcgtgtg 300 
gcatctccac ctcaagggtg cagcctgatc ttcctcttct cccttgccag ccagcactct 360 
gccttctgta tccaccatgg tgtttggtga gtttttccat cgccctggac aagacgagga 42 0 
acttgtcaac ctgaatgtgg ggggctttaa gcagtctgtt gaccaaagca ccctcctgcg 480 
gtttcctcac accagactgg ggaagctgct tacttgccat tctgaagagg ccattctgga 54 0 
gctgtgtgat gattacagtg tggccgataa ggaatactac tttgatcgga atccctcctc 600 
gttcagatat gttttgaatt tttattacac ggggaagctg catgtcatgg aggagctgtg 660 
cgtattctca ttctgccagg agatcgagta ctggggcatc aacgagctct tcattgattc 72 0 
ttgctgcagc aatcgctacc aggaacgcaa ggaggaaaac cacgagaagg actgggacca 78 0 
gaaaagccat gatgtgagta ccgactcctc gtttgaagag tcgtctctgt ttgagaaaga 84 0 
gctggagaag tttgacacac tgcgatttgg tcagctccgg aagaaaatct ggattagaat 900 
ggagaatcca gcgtactgcc tgtccgctaa gcttatcgct atctcctcct tgagcgtggt 960 
gctggcctcc atcgtggcca tgtgcgttca cagcatgtcg gagttccaga atgaggatgg 1020 
agaagtggat gatccggtgc tggaaggagt ggagatcgcg tgcattgcct ggttcaccgg 1080 
ggagcttgcc gtccgcctgg ctgccgctcc ttgtcaaaag aaattctgga aaaaccctct 114 0 
gaacatcatt gactttgtct ctattattcc cttctatgcc acgttggctg tagacaccaa 1200 
ggaggaagag agtgaggata ttgagaacat gggcaaggtg gtccagatcc tacggcttat 1260 
gaggattttc cgaattctaa agcttgcccg gcactcggta ggacttcggt ctctaggtgc 1320 
cacactgaga cacagctacc atgaagttgg gcttctgctt ctcttcctct ctgtgggcat 1380 
ttccattttc tctgtgctta tctactccgt ggagaaagat gaccacacat ccagcctcac 144 0 
cagcatcccc atctgctggt ggtgggccac catcagcatg acaactgtgg gctatggaga 1500 
cacccacccg gtcaccttgg cgggaaagct catcgccagc acatgcatca tctgtggcat 1560 
cttggtggtg gcccttccca tcaccatcat cttcaacaag ttttccaagt actaccagaa 1620 
gcaaaaggac attgatgtgg accagtgcag tgaggatgca ccagagaagt gtcatgagct 1680 
accttacttt aacattaggg atatatatgc acagcggatg cacgccttca ttaccagtct 1740 
ctcttctgta ggcattgtgg tgagcgatcc tgactccaca gatgcttcaa gcattgaaga 1800 
caatgaggac atttgtaaca ccacctcctt ggagaattgc acagcaaaat gagcgggggt 1860 
gtttgtgcct gtttctctta tcctttcccg acattaggtt aacacagctt tataaacctc 1920 
agtgggttcg ttaaaatcat ttaattctca gggtgtacct ttcagccata gttggacatt 1980 
cattgctgaa ttctgaaatg atagaattgt ctttattttt ctctgtgagg tcaattaaat 2040 
gccttgttct gaaatttatt ttttacaaga gagagttgtg atatagtttg gaatataaga 2100 
taaatggtat tgggtggggt ttgtggctac agcttatgca tcattctgtg tttgtcattt 2160 
actcacattg agctaacttt aaattactga caagtagaat caaaggtgca gctgactgag 2220 
acgacatgca tgtaagatcc acaaaatgag acaatgcatg taaatccatg ctcatgttct 2280 
aaacatggaa actaggagcc taataaactt cctaattcag tatggtatac caaaaaatcc 2340 
gggcggcctg cgactagcga gctcgtctga ccgggaatcc attccgcgac ggtacctgcc 2400 
ggcgtaccag cctttcccat agtgagtcgg attagagctt ggcggaatca tggtcatagc 2460 
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cggttcccgt gggaaactgt tatccggcca caattccata caacactcga gccggga 2517 

<210> 23 

<211> 1154 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 922119CB1 

<400> 23 

ttaactcagc tgggagttga agagccgatg ggcagcaggc agacttgagt ctcctttctg 6 0 
tccatgggct cgggccactg tctcaggtcc acccgtggct ccaaaatggt ctcctggtcc 120 
gtgatagcaa agatccagga aatactgcag aggaagatgg tgcgagagtt cctggccgag 180 
ttcatgagca catatgtcat gatggtattc ggccttggtt ccgtggccca tatggttcta 240 
aataaaaaat atgggagcta ccttggtgtc aacttgggtt ttggcttcgg agtcaccatg 3 00 
ggagtgcacg tggcaggccg catctctgga gcccacatga acgcagctgt gacctttgct 360 
aactgtgcgc tgggccgcgt gccctggagg aagtttccgg tctatgtgct ggggcagttc 42 0 
ctgggctcct tcctggcggc tgccaccatc tacagtctct tctacacggc cattctccac 480 
ttttcgggtg gacagctgat ggtgaccggt cccgtcgcta cagctggcat ttttgccacc 540 
taccttcctg atcacatgac attgtggcgg ggcttcctga atgaggcgtg gctgaccggg 600 
atgctccagc tgtgtctctt cgccatcacg gaccaggaga acaacccagc actgccagga 660 
acagaggcgc tggtgatagg catcctcgtg gtcatcatcg gggtgtccct tggcatgaac 72 0 
acaggatatg ccatcaaccc gtcccgggac ctgccccccc gcatcttcac cttcattgct 780 
ggttggggca aacaggtctt cagcaatggg gagaactggt ggtgggtgcc agtggtggca 84 0 
ccacttctgg gtgcctatct aggtggcatc atctacctgg tcttcattgg ctccaccatc 900 
ccacgggagc ccctgaaatt ggaggattct gtggcgtatg aagaccacgg gataaccgta 96 0 
ttgcccaaga tgggatctca tgaacccacg atctctcccc tcacccccgt ctctgtgagc 102 0 
cctgccaaca gatcttcagt ccaccctgcc ccacccttac atgaatccat ggccctagag 1080 
cacttctaag cagagattat ttgtgatccc atccattccc caataaagca aggcttgtcc 114 0 
gacaaaaaaa aaaa 1154 

<210> 24 

<211> 1879 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2666782CB1 

<400> 24 

ggtaccgagg cccgagccgc gggagtcgag cgaaggcagc gccgaggccg cggtttcccc 60 

ctgggcctcc ccagcagcag ccatgggcat caaattttta gaagttatca aaccattctg 120 

tgcagttcta ccagaaattc agaaaccgga aaggaaaatc cagtttagag agaaggttct 180 

gtggactgct ataacgctct tcattttctt agtgtgttgt cagatcccac tgtttggaat 240 

catgtcatca gattctgcag atcctttcta ctggatgaga gttattctgg cttccaatag 300 

aggaacttta atggaattgg gtatctcccc aattgtaaca tctggtttga ttatgcagtt 360 

gttagctgga gccaaaatca ttgaagttgg agatacaccg aaagatagag ctttattcaa 420 

tggagcccag aaactgtttg gtatgatcat taccattggg caagccattg tgtatgtcat 480 

gacggggatg tatggggacc ctgcagaaat gggtgccgga atctgtctcc tgatcatcat 54 0 

tcagttgttt gttactagtt tgattgtgct actgttagat gagctactac agacaggtta 600 

cagcttgggg tctgggattt ccctcgttat tgccaccaac atctgtgaga ccattgtctg 660 

gaaggccttt agtcccacta ccattaacac tggcagaggt actgagtttg agggtgcagt 720 

catagctctg ttccatttgt tggccaccag gacggacaaa gtccgagctt tacgggaggc 780 
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tttttatcgg cagaacttac ccaatctcat 
tgttgttata tatttccaag gatttcgcgt 
aggacagtac agcagctacc ccatcaaact 
ccagtcggcc ctggtgtcca acctgtatgt 
tggcaacttt ttagtaaatt tactaggaca 
acgttcttac ccagttggag gcctttgtta 
catctttgag gatcctgtcc atgtcgttgt 
attcttctct aagacatgga ttgaagtgtc 
gctgaaagaa cagcagatgg taatgagggg 
taataggtac atccccaccg cagctgcgtt 
gctggctgac ttcctggggg ccattggatc 
tatttaccag tattttgaaa tatttgttaa 
tttgtttttc taaatgttca aatatttcat 
cggatcgttt ttgtcagatg acactggtgg 
ttcgagtgct gactgacccg tttctgaaat 
agtacccgct gccttaaaac tcaagtttac 
tgcctgtaat gctggaaacc agtgtatcta 
ggtgagatgg attcgttttg cacacaacat 
gaaaaataaa tgtagttca 



gaacctcatt gctacagttt ttgtgtttgc 840 
tgatctgccc attaagtcgg cccgttaccg 900 
cttctacacc tccaacatcc ccatcatcct 960 
tatttcccag atgctgtctg ttcgatttag 1020 
gtgggccgat gtcagtgggg gaggacccgc 1080 
ctatctttct cctGctgagt ccatgggcgc 114 0 
ttatatcatc ttcatgttgg ggtcatgtgc 1200 
tggttcctca gccaaagatg tagctaaaca 1260 
ccaccgagat acctctatgg ttcatgagct 1320 
tggcggtttg tgcattggcg ccctgtcagt 1380 
tggcactgga attctgctag cagtcactat 1440 
agaacaggcc gaagttggtg ggatgggtgc 1500 
tttgtgcgtg tgaaagggaa aacactttga 1560 
ctcccctttt ctcccctcac agtttcttgt 1620 
gggcaccgag ctaagtctgt gtgcagcatt 16 8 0 
attattcatt aaaaaaagta catctagtgt 1740 
ccttgctgtg ttaaatcatg acagtgagac 18 00 
tcaaaacact tcatattgcc cccacttgtt 1860 

1879 



<210> 25 

<211> 1537 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> misc_feature 

<223> Incyte ID No: 2731369CB1 

<400> 25 

ctggcccagc cctggcagct gatgggagag 
ctctttagaa gacatgggct gaaacttggg 
ggatgattgt cttcacatgt atctattacc 
acctgaagac caaagtgcaa gattagctct 
tatctctggg ccttcactta ctctttgtga 
aagtcattgg gagtgaagac atgatgacac 
ccagcattaa gggtgcccat ctccaggttc 
tgggcaggta gcacccaggt atagaccttc 
gaactgggca tttctgcagg gcctgctgag 
ccgcatctgg ctgtctgtgg tgttcatctt 
ggaagtgtgg gacgatgagc agaaggactt 
caacgtctgc tacgacaact acttccccat 
catcctggtc acgtgcccct cactgctcgt 
cgagcgcaag caccacctga aacacgggcc 
caagaagcgg ggcggactgt ggtggacgta 
ggatgctggc ttcctctata tcttccaccg 
99tggcctgc tccgtggagc cttgccccca 
ggagaagaag gtcttcacct acttcatggt 
cctcagtgaa gtcttctacc tggtgggcaa 
ccggcggcct cggtgccggg aatgcctacc 
gggagggcac cctgaggatg ggaactctgt 
tgcaggtggg tatccataac ctgcgagatc 
tgaggccacc caggaaaaaa ggcaggggca 
gagggtggct gtgggggctc aggaagctcg 
gtttggtccc tgggtcctga gcctcagggg 
atatggcaac agtatatgtc aaacctctta 



cagatcgtcc aattcaagcc ttcctacggt 60 
gtaatagagg ttggctggca tatccatgca 12 0 
ttgtagaata aggtagaccc tgattttgga 18 0 
gctacttcca tctgtggacc attgggcagg 240 
aatgaggaca ggggcaatcc ctaccctacc 3 00 
ggtgattgtg aaaagatttt gtcaatcgca 360 
ccccaggcct caaggctccc aaggcctgag 420 
cacgtgcagc acccaggaca cagccagcat 4 80 
tggcgtgaac aagtactcca cagtgctgag 54 0 
tcgtgtgctg gtgtacgtgg tggcagcgga 600 
tgactgcaac accaagcagc ccggctgcac 660 
ctccaacatc cgcctctggg ccctacagct 720 
ggtcatgcac gtggcctacc gcgaggaacg 780 
caatgccccg tccctgtacg acaacctgag 840 
cttgctgagc ctcatcttca aggccgccgt 900 
cctctacaag gattatgaca tgccccgcgt 960 
cactgtggac tgttacatct cccggcccac 1020 
gaccacagct gccatctgca tcctgctcaa 1080 
gaggtgcatg gaga tct teg gccccaggca 114 0 
cgatacgtgc ccaccatatg tcctctccca 1200 
cctaatgaag gctgggtcgg ccccagtgga 1260 
agcagataag atcaacaggt cccccccaca 1320 
gtggcatcct tgccgtagca gggtggtgag 1380 
cccaggggcc aatgtgggag gttgggggta 144 0 
agggaggttg atagctactg gggattttgt 1500 
ataaatt 1537 
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<210> 26 

<211> 884 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> unsure 

<222> 790, 827, 860 

<223> a or g or c or t, unknown, or other 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1375415CB1 

<400> 26 

gcgcctggag ccacacaggg atccggagcc tgggggaaaa gcggcgcggg agccggcacc 60 
caccgctgga ggggcggcga cggcggccgt agcgacctcg ggaggcaagc ggagccgcca 12 0 
tggccgagtt cccgtcgaaa gttagcacgc ggaccagcag tcctgcgcag ggcgccgaag 18 0 
cctcggtgtc ggcgctgcgc ccggacctgg gcttcgtgcg ctcccgcctc ggggcgctca 24 0 
tgctgctgca gctggtgctg gggctgctgg tgtgggcgct gattgcggac accccgtacc 300 
acctgtatcc ggcctatggc tgggtgatgt tcgtcgctgt cttcctctgg ctggtgacaa 360 
tcgtcctctt caacctctac ctgtttcagc tgcacatgaa gttgtacatg gttccctggc 420 
cactggtgtt aatgatcttt aacatcagcg ccaccgttct ctacatcacc gccttcatcg 480 
cctgctctgc ggcagttgac ctgacatccc tgaggggcac ccggccttat aaccagcgcg 54 0 
cggctgcctc gttctttgcg tgtttggtga tgatcgccta tggagtgagt gccttcttca 600 
gctaccaggc ctggcgagga gtaggcagca atgcggccac cagtcagatg gctggcggct 66 0 
atgcctaaac cacctgtgcc acggccccct ctggggctga agccgccgct gggtcacaga 72 0 
gcagggtcac cctgcaagcc tgaagctggg gagccctgcg tggagtcagc ccaacaggga 78 0 
ctgcatttgn ctcctctctg cccgtcagac ataagctctc acagcgntaa ggaagcaggc 84 0 
ccaggctggc agacatctcn gcttgcagga ggccaactgt gaga 884 

<210> 27 
<211> 3156 
<212> DNA 

<213 > Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2733282CB1 

<400> 27 

gttcaggaag aaaccatctg catccatatt gaaaacctga cacaatgtat gcagcaggct 60 
cagtgtgagt gaactggagg cttctctaca acatgaccca aaggagcatt gcaggtccta 12 0 
tttgcaacct gaagtttgtg actctcctgg ttgccttaag ttcagaactc ccattcctgg 180 
gagctggagt acagcttcaa gacaatgggt ataatggatt gctcattgca attaatcctc 24 0 
aggtacctga gaatcagaac ctcatctcaa acattaagga aatgataact gaagcttcat 300 
tttacctatt taatgctacc aagagaagag tatttttcag aaatataaag attttaatac 360 
ctgccacatg gaaagctaat aataacagca aaataaaaca agaatcatat gaaaaggcaa 42 0 
atgtcatagt gactgactgg tatggggcac atggagatga tccatacacc ctacaataca 480 
gagggtgtgg aaaagaggga aaatacattc atttcacacc taatttccta ctgaatgata 540 
acttaacagc tggctacgga tcacgaggcc gagtgtttgt ccatgaatgg gcccacctcc 600 
gttggggtgt gttcgatgag tataacaatg acaaaccttt ctacataaat gggcaaaatc 660 
aaattaaagt gacaaggtgt tcatctgaca tcacaggcat ttttgtgtgt gaaaaaggtc 720 
cttgccccca agaaaactgt attattagta agctttttaa agaaggatgc acctttatct 780 
acaatagcac ccaaaatgca actgcatcaa taatgttcat gcaaagttat ctctgtggtg 84 0 
aaatttgtaa tgccagtacc cacaaccaag aagcaccaaa cctacagaac cagatgtgca 900 
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gcctcagaag tgcatgggat gtaatcacag actctgctga ctttcaccac agctttccca 960 
tgaacgggac tgagcttcca cctcctccca cattctcgct tgtagaggct ggtgacaaag 1020 
tggtctgttt agtgctggat gtgtccagca agatggcaga ggctgacaga ctccttcaac 1080 
tacaacaagc cgcagaattt tatttgatgc agattgttga aattcatacc ttcgtgggca 1140 
ttgccagttt cgacagcaaa ggagagatca gagcccagct acaccaaatt aacagcaatg 12 00 
atgatcgaaa gttgctggtt tcatatctgc ccaccactgt atcagctaaa acagacatca 1260 
gcatttgttc agggcttaag aaaggatttg aggtggttga aaaactgaat ggaaaagctt 1320 
atggctctgt gatgatatta gtgaccagcg gagatgataa gcttcttggc aattgcttac 1380 
ccactgtgct cagcagtggt tcaacaattc actccattgc cctgggttca tctgcagccc 1440 
caaatctgga ggaattatca cgtcttacag gaggtttaaa gttctttgtt ccagatatat 1500 
caaactccaa tagcatgatt gatgctttca gtagaatttc ctctggaact ggagacattt 1560 
tccagcaaca tattcagctt gaaagtacag gtgaaaatgt caaacctcac catcaattga 1620 
aaaacacagt gactgtggat aatactgtgg gcaacgacac tatgtttcta gttacgtggc 1680 
aggccagtgg tcctcctgag attatattat ttgatcctga tggacgaaaa tactacacaa 1740 
ataattttat caccaatcta acttttcgga cagctagtct ttggattcca ggaacagcta 1800 
agcctgggca ctggacttac accctgaaca atacccatca ttctctgcaa gccctgaaag i860 
tgacagtgac ctctcgcgcc tccaactcag ctgtgccccc agccactgtg gaagcctttg 1920 
tggaaagaga cagcctccat tttcctcatc ctgtgatgat ttatgccaat gtgaaacagg 1980 
gattttatcc cattcttaat gccactgtca ctgccacagt tgagccagag actggagatc 2 04 0 
ctgttacgct gagactcctt gatgatggag caggtgctga tgttataaaa aatgatggaa 2100 
tttactcgag gtattttttc tcctttgctg caaatggtag atatagcttg aaagtgcatg 2160 
tcaatcactc tcccagcata agcaccccag cccactctat tccagggagt catgctatgt 2220 
atgtaccagg ttacacagca aacggtaata ttcagatgaa tgctccaagg aaatcagtag 2280 
gcagaaatga ggaggagcga aagtggggct ttagccgagt cagctcagga ggctcctttt 2340 
cagtgctggg agttccagct ggcccccacc ctgatgtgtt tccaccatgc aaaattattg 24 00 
acctggaagc tgtaaaagta gaagaggaat tgaccctatc ttggacagca cctggagaag 2460 
actttgatca gggccaggct acaagctatg aaataagaat gagtaaaagt ctacagaata 2520 
tccaagatga ctttaacaat gctattttag taaatacatc aaagcgaaat cctcagcaag 2580 
ctggcatcag ggagatattt acgttctcac cccaaatttc cacgaatgga cctgaacatc 2640 
agccaaatgg agaaacacat gaaagccaca gaatttatgt tgcaatacga gcaatggata 2 700 
ggaactcctt acagtctgct gtatctaaca ttgcccaggc gcctctgttt attcccccca 2760 
attctgatcc tgtacctgcc agagattatc ttatattgaa aggagtttta acagcaatgg 2820 
gtttgatagg aatcatttgc cttattatag ttgtgacaca tcatacttta agcaggaaaa 2880 
agagagcaga caagaaagag aatggaacaa aattattata aataaatatc caaagtgtct 294 0 
tccttcttag atataagacc catggccttc gactacaaaa acatactaac aaagtcaaat 3000 
taacatcaaa actgtattaa aatgcattga gtttttgtac aatacagata agatttttac 3060 
atggtagatc aacaaattct ttttgggggt agattagaaa acccttacac tttggctatg 312 0 
aacaaataat aaaaattatt ctttaaaaaa aaaaaa 



3156 



<210> 28 
<211> 1774 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3148427CB1 



<400> 28 

cgctgctata ccgtgcaccc gcgtgctcgt 
aaaaatccat gcgctaatac tcggttccca 
gaaagacgtt gccatagaag aacatcgatg 
acatggaaga gatgtttcac aagaagtctg 
aagaagcaca cctgaaacat gaatttgatg 
tgctgataaa tgaaagggac aaagacggga 
tagccccaaa tgaccatttt aataatttgc 



gagggaactc gggctcgctt tggtggggag 60 
gcttctgcaa aagaaataca aagagtatga 12 0 
gcctccaact ggtaaagaag ctggcaaaga 180 
aggccgtcag gcgtctggtg gaggctgcag 24 0 
cagacttaca gtatgaatac ttcaatgctg 3 00 
attttttgga gctgggaaag gaattcatct 360 
ctgtgaacat cagtctaagt gacgtccaag 42 0 
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taccaacgaa catgtacaac aaagaccctg caattgtcaa tggggtttat tggtctgaat 480 
ctctaaacaa agtttttgta gataactttg accgtgaccc atctctcata tggcagtact 540 
ttggaagtgc aaagggcttt tttaggcagt atccggggat taaatgggaa ccagatgaga 600 
atggagtcat tgccttcgac tgcaggaacc gaaaatggta catccaggca gcaacttctc 660 
cgaaagacgt ggtcatttta gttgacgtca gtggcagcat gaaaggactc cgtctgacta 720 
tcgcgaagca aacagtctca tccattttgg atacacttgg ggatgatgac ttcttcaaca 780 
taattgctta taatgaggag cttcactatg tggaaccttg cctgaatgga actttggtgc 84 0 
aagccgacag gacaaacaaa gagcacttca gggagcatct ggacaaactt ttcgccaaag 900 
gaattggaat gttggatata gctctgaatg aggccttcaa cattctgagt gatttcaacc 960 
acacgggaca aggaagtatc tgcagtcagg ccatcatgct cataactgat ggggcggtgg 102 0 
acacctatga tacaatcttt gcaaaataca attggccaga tcgaaaggtt cgcatcttca 1080 
catacctcat tggacgagag gctgcgtttg cagacaatct aaagtggatg gcctgtgcca 114 0 
acaaaggatt ttttacccaa atctccacct tggctgatgt gcaggagaat gtcatggaat 1200 
accttcacgt gcttagccgg cccaaagtca tcgaccagga gcatgatgtg gtgtggaccg 12 6 0 
aagcttacat tgacagcact ctccctcagg cacaaaagct gactgatgat cagggccccg 1320 
tcctgatgac cactgtagcc atgcctgtgt ttagtaagca gaacgaaacc agatcgaagg 13 8 0 
gcattcttct gggagtggtt ggcacagatg tcccagtgaa agaacttctg aagaccatcc 1440 
ccaaatacaa gttagggatt cacggttatg cctttgcaat cacaaataat ggatatatcc 1500 
tgacgcatcc ggaactcagg ctgctgtacg aagaaggaaa aaagcgaagg aaacctaact 1560 
atagtagcgt tgacctctct gaggtggagt gggaagaccg agatgacgtg ttgagaaatg 16 2 0 
ctatggtgaa tcgaaagacg gggaagtttt ccatggaggt gaagaagaca gtggacaaag 1680 
gggtacattt ttctcaaaca tttttgctgc ttaatttaaa acaaaccact gtgaaaaatt 1740 
agctttgaaa gctatatctg gaataaatga cttc 1774 

<210> 29 

<211> 1505 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 3342358CB1 

<400> 29 

cgcggatcct gtgacacctc cgggcagccc ggcacttgtt gctcccacga cctgttgtca 60 
ttcccttaac ccggctttcc ccgtggcccc ccgcctcctc ccggcttcgc tccttttcat 120 
gtgagcatct gggacactga tctctcagac cccgctgctc gggctggaga atagatggtt 180 
ttgtgaaaaa ttaaacaccg ccctgaagag gagccccgct gggcagcggc aggagcgcag 24 0 
agtgctggcc caggtgctgc agaggtggcg cctccccggc ccgggacggt agccccgggc 3 00 
gccaacggca tgacagactc ggcgacagct aacggggacg acagggaccc cgagatcgag 360 
ctctttgtga aggctggaat cgatggagaa agcatcggca actgtccttt ctctcagcgc 420 
ctcttcatga tcctctggct gaaaggagtc gtgttcaatg tcaccactgt ggatctgaaa 480 
agaaagccag ctgacctgca caacctagcc cccggcacgc acccgccctt cctgaccttc 540 
aacggggacg tgaagacaga cgtcaataag atcgaggagt tcctggagga gaccttgacc 600 
cctgaaaagt accccaaact ggctgcaaaa caccgggaat ccaacacagc gggcatcgac 660 
atcttttcca agttttctgc ctacatcaaa aataccaagc agcagaacaa tgctgctctt 720 
gaaagaggcc taaccaaggc tctaaagaaa ttggatgact acctgaacac ccctctacca 78 0 
gaggagattg acgccaacac ttgtggggaa gacaaggggt cccggcgcaa gttcctggat 840 
ggggatgagc tgaccctggc tgactgcaat ctgttgccca agctccatgt ggtcaagatt 900 
gtggccaaga aataccgcaa ctatgatatc ccggctgaga tgacaggcct gtggcggtac 960 
ctcaagaacg cctatgcccg tgatgagttc accaacacct gtgcagctga cagtgagatc 1020 
gagttggcct acgctgatgt cgccaaacgc ctcagccgat cctgagcaca gccattttgc 1080 
cccatccccg ctgcagaagg actcaaccac tcccctaaga ctccagcttc atagactcct 114 0 
ctgtatcact gccttgaggc gcacttttta taatcaagcc tcatcttgct ggtatcatgg 1200 
gaactccagc ctgctatctt tcatgaaggt cagcaccatc ctgggcctcc tcacataggg 1260 
atctagcaga aatgatagac acagtccacc tttcggccgg ccagcctgat ctggggctca X32 0 
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gcatgtttgg gggtcagtca gtgttgggag agcccacata tggggattgc cattaggttt 1380 
tttttgccat tatcaaaaat tacttttcaa gaggctttag ggaacatggc aacaacactt 1440 
ctttttctaa cctccttttc ggcctatacc acaaggggca ggggcaaacg gcattttcat 1500 
tcttt 1505 

<210> 30 
<211> 1478 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



1267774CB1 



<400> 30 

gaaactggag 

ggtgtctttt 

gtttctgatc 

cgtgagcttt 

ccattatatt 

gcaccctcac 

attatggggc 

gccttcagcc 

tgcaagacca 

cattccggat 

attgatcact 

gccgtgaggg 

ctctgcatcg 

atcttcttcg 

aatgccggag 

ttctacttcg 

atgtttatcg 

gcctctgcca 

agctcgcgct 

ttcaacaccc 

gccgccacca 

cacaactgta 

accacccccg 

ccgggggcgg 

aaacaaaaaa 



accagaattt 
tatttttttt 
tcaaaaggca 
cttacctccc 
agtagtggaa 
acacactctc 
tgtttgatcg 
tgatgaccat 
aaagtgtcag 
tatggagaac 
tcccagagga 
cctccagcat 
cagccagcga 
tgtctgcagg 
acccctccaa 
gggccctgtc 
accggcacaa 
tcacccgcat 
ccacggagcc 
tgccgtccac 
cgcccaccgc 
tccagaagga 
tataaagacc 
ggcggggcgg 
caaaaaaaac 



tagaaaaaga 
ttccttttct 
agcctcttcc 
tttttttata 
taatttttat 
ccgagaacca 
aggtgttcaa 
agctgtggga 
tgagaatgaa 
ctgctgccta 
tgcagattac 
tttcccaatc 
gttctacaaa 
tctgagtaac 
gagcgactcc 
cttcatcatc 
acagctgcgg 
ccccagctac 
ctcacactcc 
ggagatctcc 
cacctacaac 
gaacaaggac 
gcgggcctcg 
ggagacccag 
aagtatacag 



gattaaggca 
ttttaaaaaa 
cgtgtgatct 
actctccata 
ttttatttat 
gaagtcggtt 
atgcttttaa 
accgactatt 
accagcaaaa 
gaagggaatt. 
gaagctgaca 
ctgagtgtga 
actcgacaca 
atcattggca 
aaaaagaata 
gccgagatgg 
gccacggccc 
cgctaccgct 
agggacgcct 
atgtacacgc 
tccgacaggg 
tctctccact 
ccagaagacc 
accctccgct 
gagagaga 



tctcacttgg 
aaaacactgc 
ttataattta 
ttctctattc 
tttttttggc 
gggtgtttat 
ccaccgttgg 
ggctctactc 
agaacgagga 
caaaaggtct 
cagcagaata 
ttctgctttt 
acatcatcct 
tcatagtgta 
gttactcata 
tcggggtgct 
gcgccacgga 
accagcgccg 
cccccgtggg 
tcagcaggga 
ataacagctt 
ccaacacagc 
gcgggaggag 
gggagacctt 



tggggtgggg 
aactggaaca 
cactcttttc 
atacatatat 
tttagtactt 
ataatgaaga 
tgctttcgct 
cagaggggtt 
agttatgacc 
gtgcaagcaa 
tttcctccgg 
catgggtggc 
gagtgccggc 
catatctgcc 
cggctggtcc 
ggcggtgcac 
ctacctccag 
cagccgctcc 
catcaagggc 
ccccctgaag 
cctccaggtt 
caaccgccgg 
ggcgcggtcc 
ccaaaagcaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1478 



<210> 31 

<211> 1971 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1817329CB1 



<400> 31 

cgggcggggg 

ctcgcccctt 

gctgaagatc 

aagcacgtca 

atggttttga 



agacctgcca gtcctcccag acttctcccg ggttgctcca gctggccctc 60 
cccgggagag gcacatggag agacatgaat caggggagtg gactggacct 12 0 
tcatatggaa aaggagccag aaggaaaaac agatttaaag gatctgatgg 180 
tctgatacta cctcaaatag ttttgttcgc caggtaagag ttttaagttc 240 
taagtacctt aaaatgactt tagattttta aaggtgggtt tcactctttt 300 
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ccttaagatt tatgtagtat gattgtactt 
taatgtcata attaaaatat tttaatctta 
ctggcaagtt gaggaaagag aagtgtggca 
agagaactcc agcagaaatg attatggatt 
gtgggacaga gagctgatgt gcatctgtat 
gttgagcttt cttcttctca cttgggcttg 
tgaaatggtt gaggctatcg aggttaaaca 
aaccatttct gcctttggag acatagcctt 
caagcagcct ggaacagtcc cctaaacaga 
cttatatatg gtaacagaaa ggaattccat 
cctctgaggg ttgtggttat gtgttgagaa 
ttcttcctct aacccctctc catggggtgg 
ctgttcttgt ggcccaggga tgtccagtgt 
tgacagctca ctctacggaa cagtggtagt 
atgccacttt ccccagtgcc gcttgagtcc 
ccctgtttgt gtggcaggac tgtttcctat 
ttattgggga cagttacatt tccctagctg 
ccaagtgcct ccctcatgtt tccttcccac 
acctgcagca tcggtgggga ttttgatctt 
agacgaagga tgatctgtcc ccagccatca 
tggtacttcc aagtaacttg gcaactggaa 
aattgttgtg gttgcaggaa gtgagaaaaa 
ggttagaaac atttagaaag aaaaaagatg 
gttctaatgg tgtcagcagg agctaggaag 
ggcctcatgt tttcgtgggc agaatccagg 
ttgggacata gtgacttggg agagtcagtt 
tcaagctatt tattctgcct ctgagacaaa 
tctacaactc tgagtcatca tgcaggacct 

<210> 32 
<211> 1424 
<212> DNA 

<213> Homo sapiens 



acttttaatt gaagtgaaga cggtgctgtt 360 
agtgagacta agtaataatt acactctttc 420 
ttcattacag aggatttctt tgaaacagtg 480 
tggggggatt gttttttttt ttttttttca 540 
ccctacctgt gagatactgg ggttcttcta 600 
cattgaaaac tagaaaatca ttcttggtct 660 
gaacatgcag tatcactgag acataattta 720 
cgtctcattt aatgtgtagt atcttcctgc 780 
cagtgccagg ctccctaaca tataaacacg 84 0 
taccagagga agagcataga ggcagctgga 90 0 
tgaagtctca tcaggaatga gtgagcttgt 960 
aaagtagggg cagagcatgc agcagagaat 1020 
ctgatcagta ctctcatcat ctcttgtcaa 1080 
caactggaaa agctgcctcg tgtcatttgg 114 0 
atcatcatgg ccatagattc cacccctgcc 1200 
aaatcctata tgaccttttg ggttttattt 1260 
tctaccctta ttggctcctt gtggcactcc 1320 
agttagctgc agttgaactt gaacttgtcc 1380 
ggctggttgc tgcttctttg cactgtcctt 144 0 
gtccccgctt gcaacatttg agtatgccag 1500 
aaaaactggt cctggtccgt gccaattggg 1560 
gagttactta agaaggggca aagctttttt 1620 
aagccacgtg aggctcaacc ctagagctat 1680 
gctgtcagag gagtggaagg tgtatgcgtt 174 0 
catcatggtc ctgctgatga agggagggcc 18 00 
aaaggaaagt tacccatcgc cttttccatt 1860 
gagattgaac ctggagagct agagttagaa 1920 
gaaacagacc aaaaaaaaaa a 1971 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3273307CB1 



<400> 32 

cccttctcat 

aacgtagact 

ctgggaggct 

gtagtgcaca 

tggtattttg 

tggagaactc 

tgaaggagta 

taagtgttgt 

gtatttggag 

ctatgacccc 

gttctcttaa 

caaaaataca 

attcctgcaa 

ccaagcaaac 

tgacttaaac 

agagactttg 

gcagcagaga 



ttgtcccatc 
ctgtcagtta 
atcagtgctg 
gccagaaata 
tctttctgca 
aacacccctt 
agatagaatt 
tcccaggcag 
tcatggttac 
cagcaaagtt 
caggtaaaaa 
aagctagtga 
gctattcatc 
actttggtgg 
gaaaggagtg 
attggtagca 
gatttcattg 



catttgaaat 
attaaagtat 
gatgtactta 
ccaagcaggc 
gggaaaggaa 
gattaaagaa 
taccacagaa 
gtacaagtac 
taaatgaagc 
acaaaggatt 
atgcagctgc 
aaaagataga 
aattaagaag 
acttggcaaa 
aagacttcga 
tccacgccct 
aggctcagat 



acagtgtact 
actaacaagc 
tacattcagc 
ttgcaaagga 
gatcatggag 
aaaaaatagt 
agaaagtggt 
tt.ct:aaaaag 
tacagctcac 
ctgctctgga 
caatgtactc 
tcatgcaaaa 
tgtaaaaatg 
gacccagaac 
gaagaggatt 
ccctgggctc 
ggagagctac 



taaatttcca 
atacaaattg 
actggaaaca 
caagattaac 
acaacaattg 
t.gaataaaaa 
agtatctccc 
gcatagatta 
catgatcctt 
atttatcaac 
agggaaacat. 
gtaagaaaac 
gagcagagga 
atcatgtatg 
gttaccctgg 
ataagccaga 
gacaagcacg 



acaaaatcat 
ctaagtcatt 
tacccttcca 
cttggcctca 
caatacacgg 
agaagtttcc 
tatttcaatt 
aagaaaaatg 
gggatgaaga 
tgctttgttt 
ggctaattta 
atcaacgaaa 
aactgaatga 
atatgatttc 
aaacaaaact 
ccatcaggca 
tcacttacaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
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tgctgagcgg 
ttcatcagag 
tatggtcaat 
gttctgatgt 
ctcttttttt 
ctcctgtaat 
tatgatatat 



tcccggtcct 
agtagctaga 
attttagctt 
cagaatcctg 
ttctttcaga 
ttcactaact 
aataaaaaaa 



cgtccaggag 
agagaataag 
ttattgtaaa 
ggaacctgaa 
tgcacaggga 
ttttattcat 
gttaatttct 



gcggcggtcc 
ttaaccacaa 
gcccctatgg 
cactaagttt 
atgcacctat 
gcacttcaaa 
gcacaaaaaa 



tcttccacag 
aataagactt 
ttctaatcag 
taggccaaaa 
tattgctata 
caaactttac 
aaaa 



caccaccaac 1080 
tttgccatca 1140 
cgttatccgg 1200 
tgagtgaaaa 12 6 0 
tagattgttc 1320 
tactacatta 1380 
1424 



<210> 33 

<211> 1224 

<212> DNA 

<213 > Homo sapiens 



<220> 

<221> misc_f eature 

<223> Xncyte ID No: 3824833CB1 



<400> 33 

cggccatatt agagagatgg aaataaagct 
atccgtgcat ttttttttag catccaacca 
tcaccctctc ccgtagccca cccgactaac 
ctggctacct cgccctgcct tcagcctcac 
accaggacgg agcatggagg tcacagtacc 
cgcccgcctg ccctgcacct tcaactcctg 
gaactggact taccaggagt gcaacaactg 
gaagatcatt aacctgaagc tggagcggtt 
cagcaagtac gatgtgtcgg tgatgctgag 
caactgctac atcatgaacc cccctgaccg 
ggtcctcatg gaagagcccc ctgagcggga 
cgtcgggggc ttcctggctg tggtcatctt 
aaaaaaagag cagaagctga gcacagatga 
cggtgaaggc aacccggatg atggcgccaa 
aggggttgca cccagcgctc cctcaggagg 
ctgctcccag cccagagcag ccatcaggct 
ggggcatgtt aaagggatga ctgtgcattc 
gcaaagctgg acatgtgccc tggcccagga 
gtggcctcct tggggctcct gttggctcct 
tggaagagca gctccaggta gggggccatg 
agtttcaaag tcagctgagg ggct 

<210> 34 

<211> 1300 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feat:ure 

<223> Incyte ID No: 2069907CB1 



tccttaatgt tgtatatgtc tttgaagtac 60 
ttcctccctt gtagttctcg ccccctcaaa 120 
atctcagtct ctgaaaatgc acagagatgc 180 
ggggctcagt ctctttttct ctttggtgcc 240 
tgccaccctc aacgtcctca atggctctga 300 
ctacacagtg aaccacaaac agttctccct 360 
ctctgaggag atgttcctcc agttccgcat 420 
tcaagaccgc gtggagttct cagggaaccc 4 80 
aaacgtgcag ccggaggatg aggggattta 54 0 
ccaccgtggt catggcaaga tccatctgca 600 
ctccacggtg gccgtgattg tgggtgcctc 660 
ggtgctgatg gtggtcaagt gtgtgaggag 72 0 
cctgaagacc gaggaggagg gcaagacgga 78 0 
gtagtgggtg gccggcctgc agcctcctct 84 0 
gccttggcct ggcacggctg tgctcctccc 900 
ggaggtgacg atgagttcct gaaacttgga 960 
cagggcactg acggaaagcc agggctgcag 102 0 
ggccatgttg ggccctcgtt tccattgcta 1080 
aatcccttag gactgtggat gaggccagac 114 0 
tttcccagcg gggacccacc aacagaggcc 12 00 

1224 



<400> 34 

gctgtttacc ttgcatggtt gactgctctc 
caccttggta taaatgctgc tgggcaccgt 
aagtatgcag tacgctcttg ggtcgtctca 
agagaaagag caacaaagcg gcgagtggtg 
ccagagaaat gtactgaaaa agtctacgca 
aagcagacag gtctttttgc cattcctcca 



ttctcacatt gtgtgccagg aagggcactg 60 
tctgttttct ttcttttctt aatcctatcc 120 
tgagacccag gggcatgttg gaaagaactg 180 
tgagagggca gcacgcgctg tggggccctt 24 0 
atgtctggga tttgctaaac aatacctgga 3 00 
ggacatccac cataaggaaa ggagaccctg 360 
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gaccaacatt ctctaagatg tttatatgga ccagtggccg gacctcttca tcttatagac 42 0 
atgatgaaaa aagaaatatt taccagaaaa tcagggacca tgacctcctg gacaaaagga 48 0 
aaacagtcac agcactgaag gcaggagagg accgagctat tctcctggga ctggctatga 540 
tggtgtgctc catcatgatg tattttctgc tgggaatcac actcctgcgc tcatacatgc 600 
agagcgtgtg gaccgaagag tctcaatgca ccttgctgaa tgcgtccatc acggaaacat 660 
ttaactgctc cttcagctgt ggtccagact gctggaaact ttctcagtac ccctgccccc 720 
aggtgtacgt taacctgact tcttccgggg aaaagctcct cctctaccac acagaagaga 780 
caataaaaat caatcagaag tgctcctata tacctaaatg tggaaaaaat tttgaagaat 84 0 
ccatgtccct ggtgaatgtt gtcatggaaa acttcaggaa gtatcaacac ttctcctgct 900 
attctgaccc agaaggaaac cagaagagtg ttatcctaac caaactctac agttccaacg 96 0 
tgctgttcca ttcactcttc tggccaacct gtatgatggc tgggggtgtg gcaattgttg 1020 
ccatggtgaa acttacacag tacctctccc tactatgtga gaggatccaa cggatcaata 1080 
gataaatgca aaaatggata aaataatttt tgttaaagct caaatactgt tttctttcat 1140 
tcttcaccaa agaaccttaa gtttgtaacg tgcagtctgt tatgagttcc ctaatatatt 1200 
cttatatgta gagcaataat gcaaaagctg ttctatatgc aaacatgatg tctttattat 126 0 
tcaggagaat aaataactgt tttgtgttaa aaaaaaaaaa 1300 

<210> 35 

<211> 1060 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2243917CB1 

<400> 35 

gcttgctggg atcatggcgg agaatcactg cgagctcctg tcgccggccc ggggcggcat 6 0 
cggggcgggg ctggggggcg gcctgtgccg ccgctgcagc gctgggctcg gcgccctggc 12 0 
ccagcgccct ggcagcgtgt ccaagtgggt ccgactcaac gtcggcggca cctacttcct 180 
caccactcgg cagaccctgt gccgggaccc gaaatccttc ctgtaccgct tatgccaggc 240 
cgatcccgac ctggactcag acaaggatga aacaggcgcc tatttaatcg acagagaccc 3 00 
cacctacttt gggcctgtgc tgaactacct gagacacggc aagctggtga ttaacaaaga 36 0 
cctcgcggag gaaggagtgt tggaggaagc agaattttac aatatcacct cattaataaa 420 
acttgtaaag gacaaaatta gagaacgaga cagcaaaaca tcgcaggtgc ctgtgaagca 48 0 
tgtgtaccgt gtgctgcagt gccaggagga ggagctcacg cagatggtgt ccaccatgtc 540 
cgacggctgg aagttcgagc agttggtcag catcggctcc tcttacaact atgggaacga 600 
agaccaagcc gagttcctct gtgtggtgtc caaggagctg cacaacaccc cgtacggtac 66 0 
ggccagcgag cccagcgaga aggccaagat tttgcaagaa cgaggctcaa ggatgtgagg 72 0 
gacacagtat tgacagctga agaaatgatt tacgttttcc cgagatgtaa tgaactgcca 780 
tgtccaggaa gcttggctgt gagaagaaac ctgcttttga tcatttttct agagatctgg 84 0 
gtgtgaatcc ttttttgcct ctgaggtggg tggtgagaga cgggcccagc tgtccaaggc 900 
cagacgtccc caagttgggg gagcacggcg gccgggtggg cgctgcctct tgggggggcc 960 
tcgctctgtt ttttccaagt gccacgtggg actgaggcag acactcccag tcagcccgct 1020 
cgatcctgaa gatcgtgtga aggaagcgtt cttggtgcta 1060 

<210> 36 
<211> 1815 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2597476CB1 

<400> 36 
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gtgcctatgc agacagaggg agcagtgaat 
ctcaggcccc ggctgaaatc atgggccacc 
gcctggcaga gtttctgggt gtgtttgtac 
aggctgtcac cagtggagaa accaaaggca 
tggccgttac gatagccatc tacgtgggtg 
ccttctccct ggccatgtgc atcgttggac 
tcttggtgca gttgctgtct gctttctgtg 
atgccctaca gaactataca ggtgggaacc 
ccatttttgc cacctatcct gccccctatc 
ttctgggcac tgggatgctg attgtggggc 
gagtccctgc gggtctggag cctgtggtgg 
ccatgggtgc caactgcggg attccactca 
tcacctacgt ggctggctgg ggtcctgaag 
tgcctgtggt ggcccctctg gtgggggcca 
tggctctgca ccaccctgag ggcccagagc 
aagcctcaga gttggaaact cctgcctcag 
gacaaccctc acttcactca tggaccctgg 
agtcattctt cctctttgtt aatgtgccag 
ggcatccctt cctcctaaac taagaaggat 
gtaccaggac tcaggcttct catcccctcc 
cctctcggaa tgtagttgct cgaggtaacc 
gggacggctg cgggcatctg cagggtggag 
tggggactgc cctccatagc ctgtcccgac 
cctcccacct tcaccctctc ggggatgcct 
cgcctccacc cagggggcgt ggtgggggcg 
agagagcaag gctgtgaaac tgaggcaccg 
ttcaaggaga gttgagatac agtgaaatga 
gagggcgggc ggctccgagg agcgagagtc 
ttctggttat tcaccacttc tacagctctc 
gcagagaagg cagtgttcct ctattccctt 
aaaaaaaaaa aaaaa 



agcaataggg tgtttccacc atggtcttca 60 
tccggatacg cagcctcctg gcccggcagt 12 0 
tcatgctcct cacccaagga gctgtggccc 180 
acttcttcac catgtttctg gctggctctc 240 
gtaacgtctc aggggcccac ctgaatccag 300 
gcctcccctg ggtcaagctc cccatttaca 360 
cttcgggagc cacctatgtt ctctaccatg 420 
tgacagtgac tggccccaag gagacagcct 480 
tgtccctgaa caatggcttc ctggatcagg 54 0 
tcttggccat cctggacaga cggaacaagg 600 
tggggatgct gatcctggcc ctcgggttat 660 
accctgcccg ggacctgggc ccacgtctct 720 
tcttcagtgc tggtaatggc tggtggtggg 78 0 
ccgttggcac agccacttac cagctgttgg 840 
cagctcagga tctggtgtct gctcaacaca 900 
ctcagatgct ggagtgtaag ctatgattag 96 0 
agccagccac tgaccccgcc tgggaacaac 1020 
aacctgggag gcttctctgt ttatctgttt 1080 
cc tggacagg gagaagtgga ggaggataag 114 0 
tcccgcaaag cggttttctg accctcaggg 1200 
gctagagggt gcgcacctgg atgctggatg 1260 
ggggccacca tccagtgtag ggcacaaccc 1320 
tgccgactcc tagctctcat cgcctcggcg 1380 
ccccaagagg gtagttaggg gtggggaagc 144 0 
gagggaagga gggcggcggg gcacagagac 1500 
ttcctagaca tctcggtgct gtgtcgttca 1560 
gccagggcga ggagggaggg tgaaggaacg 162 0 
gggctgaggg caacctggcg ccagggaaaa 1680 
ctgccgctcc ctgcagagga tgctcgtttt 1740 
cttccgaatt aaaaataccc cctcagagcg 18 00 

1815 



<210> 37 
<211> 315 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> misc_feature 

<223> GenBank ID No: g2 924 369 



<400> 37 

Met Leu Gly Trp Val Gin Arg Val Leu Pro Gin Pro Pro Gly Thr 

15 10 15 

Pro Gin Lys Thr Glu Glu Gly Ala Gly Pro Gin Pro Glu Thr Glu 

20 25 30 

Ser Lys Pro Glu Ala Asn Pro Gin Pro Glu Pro Glu Val Gin Pro 

35 40 45 

Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Glu Pro Ala 

50 55 60 

Pro Glu Glu Ala Ala Pro Glu Val Gin Thr Leu Pro Pro Glu Glu 

65 70 75 

Pro Val Glu Gly Glu Asp Val Ala Glu Ala Gly Pro Ser Leu Gin 

80 85 90 

Glu Thr Gin Glu Ala Asp Pro Pro Gin Pro Thr Ser Gin Ala Gin 

95 100 105 
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Val Ala Val Val Lys Val Asn Arg Pro Ser Ser Trp Met Leu Ser 

110 115 120 
Trp Phe Trp Lys Gly Met Glu Lys Val Val Pro Gin Pro Val Tyr 

125 130 135 
Ser Ser Ser Gly Gly Gin Asn Leu Ala Ala Gly Glu Gly Gly Pro 

140 145 150 
Asp Gin Asp Gly Ala Gin Thr Leu Glu Pro Cys Gly Thr Gly Asp 

155 160 165 

Pro Gly Ser Glu Asp Gly Ser Asp Lys Thr Ser Lys Thr Gin Asp 

170 175 180 

Thr Glu Pro Ser Leu Trp Leu Leu Arg Trp Leu Glu Leu Asn Leu 

185 190 195 

Glu Lys Val Leu Pro Gin Pro Pro Thr Pro Ser Gin Ala Trp Lys 

200 205 210 

Val Glu Pro Glu Gly Ala Val Leu Glu Pro Asp Pro Pro Gly Thr 

215 220 225 

Pro Met Glu Val Glu Pro Thr Glu Asn Pro Ser Gin Pro Asn Pro 

230 235 240 

Gly Pro Val Glu Pro Glu Glu Glu Pro Ala Ala Glu Pro Gin Pro 

245 250 255 

Gly Phe Gin Ala Ser Ser Leu Pro Pro Pro Gly Asp Pro Val Arg 

260 265 270 

Leu lie Glu Trp Leu Leu His Arg Leu Glu Met Ala Leu Pro Gin 

275 280 285 

Pro Val Leu His Gly Lys Ala Ala Glu Gin Glu Pro Ser Cys Pro 

290 295 300 

Gly Thr Cys Asp Val Gin Thr Arg Ala Thr Ala Ala Gly Gly Leu 

305 310 315 



<210> 38 
<211> 490 
<212> PRT 

<213> Drosophila melanogaster 
<220> 

<221> misc_f eature 

<223> GenBank ID No: gll6443 

<400> 38 

Met Ala Ser Val Ala Ala Trp Leu Pro Phe Ala Arg Ala Ala Ala 

15 10 15 

lie Gly Trp Val Pro He Ala Thr His Pro Leu Pro Pro Pro Pro 

20 25 30 

Met Pro Lys Asp Arg Arg Lys Thr Asp Asp Glu Lys Leu Leu He 

35 40 45 

Asn Val Ser Gly Arg Arg Phe Glu Thr Trp Arg Asn Thr Leu Glu 

50 55 60 

Lys Tyr Pro Asp Thr Leu Leu Gly Ser Asn Glu Arg Glu Phe Phe 

65 70 75 

Tyr Asp Glu Asp Cys Lys Glu Tyr Phe Phe Asp Arg Asp Pro Asp 

80 85 90 

He Phe Arg His He Leu Asn Tyr Tyr Arg Thr Gly Lys Leu His 

95 100 105 

Tyr Pro Lys His Glu Cys Leu Thr Ser Tyr Asp Glu Glu Leu Ala 

110 115 120 
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Phe Phe Gly lie Met Pro Asp Val lie Gly Asp Cys Cys Tyr Glu 

125 130 135 

Asp Tyr Arg Asp Arg Lys Arg Glu Asn Ala Glu Arg Leu Met Asp 

140 145 150 
Asp Lys Leu Ser Glu Asn Gly Asp Gin Asn Leu Gin Gin Leu Thr 

155 160 165 

Asn Met Arg Gin Lys Met Trp Arg Ala Phe Glu Asn Pro His Thr 

170 175 180 

Ser Thr Ser Ala Leu Val Phe Tyr Tyr Val Thr Gly Phe Phe lie 

185 190 195 

Ala Val Ser Val Met Ala Asn Val Val Glu Thr Val Pro Cys Gly 

200 205 210 

His Arg Pro Gly Arg Ala Gly Thr Leu Pro Cys Gly Glu Arg Tyr 

215 220 225 

Lys lie Val Phe Phe Cys Leu Asp Thr Ala Cys Val Met lie Phe 

230 235 240 

Thr Ala Glu Tyr Leu Leu Arg Leu Phe Ala Ala Pro Asp Arg Cys 

245 250 255 

Lys Phe Val Arg Ser Val Met Ser He He Asp Val Val Ala He 

260 265 270 

Met Pro Tyr Tyr He Gly Leu Gly He Thr Asp Asn Asp Asp Val 

275 280 285 

Ser Gly Ala Phe Val Thr Leu Arg Val Phe Arg Val Phe Arg He 

290 295 300 

Phe Lys Phe Ser Arg His Ser Gin Gly Leu Arg He Leu Gly Tyr 

305 310 315 

Thr Leu Lys Ser Cys Ala Ser Glu Leu Gly Phe Leu Val Phe Ser 

320 325 330 

Leu Ala Met Ala He He He Phe Ala Thr Val Met Phe Tyr Ala 

335 340 345 

Glu Lys Asn Val Asn Gly Thr Asn Phe Thr Ser He Pro Ala Ala 

350 355 360 

Phe Trp Tyr Thr He Val Thr Met Thr Thr Leu Gly Tyr Gly Asp 

365 370 375 

Met Val Pro Glu Thr He Ala Gly Lys He Val Gly Gly Val Cys 

380 385 390 

Ser Leu Ser Gly Val Leu Val He Ala Leu Pro Val Pro Val He 

395 400 405 

Val Ser Asn Phe Ser Arg He Tyr His Gin Asn Gin Arg Ala Asp 

410 415 420 

Lys Arg Lys Ala Gin Arg Lys Ala Arg Leu Ala Arg He Arg He 

425 430 435 

Ala Lys Ala Ser Ser Gly Ala Ala Phe Val Ser Lys Lys Lys Ala 

440 445 450 

Ala Glu Ala Arg Trp Ala Ala Gin Glu Ser Gly He Glu Leu Asp 

455 460 465 

Asp Asn Tyr Arg Asp Glu Asp He Phe Glu Leu Gin His His His 

470 475 480 
Leu Leu Arg Cys Leu Glu Lys Thr Thr Met 



485 



490 



<210> 39 
<211> 478 
<212> PRT 



<213> Polyorchis penicillatus 
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<220> 

<221> misc_f eature 

<223> GenBank ID No: gl763619 

<400> 39 



Met 


Asn 


Gly Asp 


He 


Gly 


Ala 


Trp 


He 


Ser 


Cys 


Ala 


Arg 


Thr 


Ala 


1 








5 










10 










15 


Gly 


He 


Gly 


Trp 


Val 
20 


Pro 


He 


Ser 


Ser 


Lys 
25 


Glu 


Pro 


Ser 


Ala 


Tyr 
30 


Leu 


Asn 


Lys 


Gin 


Val 
35 


Cys 


Asn 


Glu 


Asn 


Glu 
40 


Lys 


Asn 


Asn 


Ala 


Lys 
45 


Leu 


Thr 


He 


Asn 


Val 


Ser 


Gly Arg 


Arg 


Tyr 


Gin 


Thr 


Tyr 


Ser 


His 










50 










55 










60 


Thr 


Leu 


Arg 


Lys 


Phe 
65 


Lys 


Glu 


Thr 


Leu 


Leu 
70 


Gly 


Ser 


Gin 


Glu 


Arg 
75 


Asp 


Tyr 


Phe 


Tyr 


Asp 
80 


Glu 


Ser 


Leu 


Glu 


Glu 
85 


Tyr 


Tyr 


Phe 


Asp 


Arg 
90 


Asp 


Pro 


Asp 


Leu 


Phe 
95 


Arg 


His 


He 


Leu 


Asn 
100 


Tyr 


Tyr 


Arg 


Thr 


Gly 
105 


Lys 


Leu 


His 


Phe 


Pro 
110 


Lys 


Asn 


Glu 


Cys 


Val 
115 


Ser 


Ser 


Phe 


Glu 


Asp 
12 0 


Glu 


Leu 


Thr 


Phe 


Phe 
125 


Gly 


He 


Lys 


Gly 


Phe 
130 


Asn 


He 


Asn 


Asn 


Cys 
135 


Cys 


Trp 


Asp 


Asp 


Tyr 
140 


His 


Asp 


Lys 


Lys 


Arg 
145 


Glu 


Cys 


Thr 


Glu 


Arg 
150 


Leu 


Asn 


Glu 


Ser 


Asp 
155 


Val 


Met 


Leu 


Thr 


Ser 
160 


Ser 


Glu 


He 


Asn 


Glu 
165 


Lys 


Ser 


Asp 


Thr 


Met 
170 


Gly 


He 


Asp 


Val 


Gin 
175 


Met 


Asn 


Asn 


His 


Gin 
180 


Ala 


Lys 


Asn 


Phe 


Arg 
185 


Gin 


Lys 


Val 


His 


Gly 
190 


Leu 


Phe 


Glu 


Asn 


Pro 
195 


Gin 


Ser 


Thr 


Phe 


Leu 
200 


Ala 


Arg 


He 


Leu 


Tyr 
205 


Tyr 


He 


Thr 


Gly 


Phe 
210 


Phe 


He 


Ala 


Val 


Ser 
215 


Val 


Gly 


Ser 


Thr 


He 
220 


He 


Glu 


Thr 


He 


Asp 
225 


Cys 


Ser 


Ala 


Asn 


Arg 
230 


Pro 


Cys 


Gly 


Glu 


Val 
235 


Tyr 


Asn 


Lys 


He 


Phe 
240 


Phe 


Asn 


He 


Glu 


Ala 
245 


Val 


Cys 


Val 


Val 


Val 
250 


Phe 


Thr 


He 


Glu 


Tyr 
255 


Leu 


Ala 


Arg 


Leu 


Tyr 
260 


Ser 


Ala 


Pro 


Cys 


Arg 
265 


Phe 


Arg 


His 


Ala 


Arg 
270 


He 


Ser 


Leu 


Ser 


He 
275 


He 


Asp 


Val 


He 


Ala 
280 


He 


Leu 


Pro 


Phe 


Tyr 
285 


He 


Gly 


Leu 


Ala 


Met 


Thr 


Lys 


Thr 


Ser 


He 


Ser 


Gly Ala 


Phe 


Val 










290 










295 










300 


Ser 


Leu 


Arg 


Val 


Phe 
305 


Arg 


Val 


Phe 


Arg 


He 
310 


Phe 


Lys 


Phe 


Ser 


Arg 
315 


His 


Ser 


Lys 


Gly Leu Arg 


He 


Leu 


Gly 


Ser 


Thr 


Leu 


Thr 


Ser 


Cys 










320 










325 










330 


Ala 


Ser 


Glu 


Leu 


Gly 
335 


Phe 


Leu 


Leu 


Phe 


Ser 
340 


Leu 


Ser 


Met 


Ala 


He 
345 


He 


He 


Phe 


Ala 


Thr 
350 


Val 


Val 


Phe 


Tyr 


Val 
355 


Glu 


Lys 


Asp 


Val 


Asn 
360 


Asp 


Ser 


Asp 


Phe 


Thr 
365 


Ser 


He 


Pro 


Ala 


Ser 
370 


Phe 


Trp 


Tyr 


Thr 


He 
375 


Val 


Thr 


Met 


Thr 


Thr 


Leu Gly 


Tyr 


Gly Asp 


Met 


Val 


Pro 


Lys 


Thr 
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380 385 390 

lie Pro Gly Lys Leu Val Gly Ser lie Cys Ser Leu Ser Gly Val 

395 400 405 

Leu Val lie Ala Leu Pro Val Pro Val lie Val Ser Asn Phe Ser 

410 415 420 

Arg lie Tyr Leu Gin Asn Gin Arg Ala Asp Lys Arg Arg Ala Asn 

425 430 435 

Gin Lys Leu Arg Asn Lys Cys Glu Glu Lys Glu Glu Lys Lys Lys 

440 445 450 

Glu Ser Ser Ser Glu Thr Val Thr Arg Phe lie lie Ser Asn Gin 

455 460 465 

Met Tyr Thr lie Phe Ser Met Lys Phe Ala Leu Thr Arg 

470 475 



<210> 40 
<211> 732 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> misc_f eature 

<223> GenBank ID No: g2564072 

<400> 40 

Met Asp Thr Ser Gly His Phe His Glu Ser Gly Val Gly Asp Leu 
15 10 15 

Asp Glu Asp Pro Lys Cys Pro Cys Pro Ser Ser Gly Asp Glu Gin 
20 25 30 

Gin Gin Gin Gin Gin Pro Pro Pro Pro Ser Ala Pro Pro Ala Val 
35 40 45 

Pro Gin Gin Pro Pro Gly Pro Leu Leu Gin Pro Gin Pro Pro Gin 
50 55 60 

Leu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin 
65 70 75 

Gin Gin Gin Gin Gin Ala Pro Leu His Pro Leu Pro Gin Leu Ala 
80 85 90 

Gin Leu Gin Ser Gin Val Val His Pro Gly Leu Leu His Ser Ser 
95 100 105 

Pro Thr Ala Phe Arg Ala Pro Asn Ser Ala Asn Ser Thr Ala He 
110 115 120 

Leu His Pro Ser Ser Arg Gin Gly Ser Gin Leu Asn Leu Asn Asp 
125 130 135 

His Leu Val Gly His Ser Pro Ser Ser Thr Ala Thr Ser Gly Pro 
140 145 150 

Gly Gly Gly Ser Arg His Arg Gin Ala Ser Pro Val Val His Arg 
155 160 165 

Arg Asp Ser Asn Pro Phe Thr Glu He Ala Met Ser Ser Cys Lys 
170 175 180 

Tyr Ser Gly Gly Val Met Lys Pro Leu Asn Arg Leu Ser Ala Ser 
185 190 195 

Arg Arg Asn Leu lie Glu Ala Glu Pro Glu Gly Gin Pro Leu Gin 
200 205 210 

Leu Phe Ser Pro Ser Asn Pro Pro Glu He He He Ser Ser Arg 
215 220 225 

Glu Asp Asn His Ala His Gin Thr Leu Leu His His Pro Asn Ala 
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230 










235 










240 


Thr 


His 


Asn 


His 


. Gin 


His 


Ala 


Gly 


Thr 


Thr 


Ala 


Gly 


Ser 


Thr 


Thr 










245 










250 










255 


Phe 


Pro 


Lys 


Ala 


Asn 


Lys 


Arg 


Lys 


Asn 


Gin 


Asn 


He 


Gly 


Tyr 


Lys 










260 










265 










270 


Leu 


Gly His 


Arg 


Arg 


Ala 


Leu 


Phe 


Glu 


Lys 


Arg 


Lys 


Arg 


Leu 


Ser 










275 










280 










285 


Asp 


Tyr 


Ala 


Leu 


He 


Phe 


Gly Met 


Phe 


Gly 


He 


Val 


Val 


Met 


Val 










290 










295 










300 


He 


Glu 


Thr 


Glu 


Leu 


Ser 


Trp 


Gly 


Leu 


Tyr 


Ser 


Lys 


Asp 


Ser 


Met 










305 










310 










315 


Phe 


Ser 


Leu 


Ala 


Leu 


Lys 


Cys 


Leu 


He 


Ser 


Leu 


Ser 


Thr 


He' 


He 










320 










325 










330 


Leu 


Leu 


Gly 


Leu 


He 


He 


Ala 


Tyr 


His 


Thr 


Arg 


Glu 


Val 


Gin 


Leu 










335 










340 










345 


Phe 


Val 


He 


Asp 


Asn 


Gly Ala 


Asp 


Asp 


Trp 


Arg 


He 


Ala 


Met 


Thr 










350 










355 










360 


Tyr 


Glu 


Arg 


He 


Leu 


Tyr 


He 


Ser 


Leu 


Glu 


Met 


Leu 


Val 


Cys 


Ala 










365 










370 










375 


He 


His 


Pro 


He 


Pro 


Gly 


Glu 


Tyr 


Lys 


Phe 


Phe 


Trp 


Thr 


Ala 


Arg 










380 










385 










390 


Leu 


Ala 


Phe 


Ser 


Tyr 


Thr 


Pro 


Ser 


Arg 


Ala 


Glu 


Ala 


Asp 


Val 


Asp 










395 










400 










405 


He 


He 


Leu 


Ser 


He 


Pro 


Met 


Phe 


Leu 


Arg 


Leu 


Tyr 


Leu 


He 


Ala 










410 










415 










420 


Arg 


Val 


Met 


Leu 


Leu 


His 


Ser 


Lys 


Leu 


Phe 


Thr 


Asp 


Ala 


Ser 


Ser 










425 










430 










435 


Arg 


Ser 


He 


Gly Ala 


Leu 


Asn 


Lys 


He 


Asn 


Phe 


Asn 


Thr 


Arg 


Phe 










440 










445 










450 


Val 


Met 


Lys 


Thr 


Leu 


Met 


Thr 


He 


Cys 


Pro 


Gly Thr Val 


Leu 


Leu 










455 










460 










465 


Val 


Phe 


Ser 


He 


Ser 


Leu 


Trp 


He 


He 


Ala 


Ala 


Trp 


Thr 


Val 


Arg 










470 










475 










480 


Val 


Cys 


Glu 


Arg 


Tyr 


His 


Asp 


Gin 


Gin 


Asp 


Val 


Thr 


Ser 


Asn 


Phe 










485 










490 










495 


Leu 


Gly Ala 


Met 


Trp 


Leu 


He 


Ser 


He 


Thr 


Phe 


Leu 


Ser 


He 


Gly 










500 










505 










510 


Tyr 


Gly Asp 


Met 


Val 


Pro 


His 


Thr 


Tyr 


Cys 


Gly 


Lys 


Gly Val 


Cys 










515 










520 










525 


Leu 


Leu 


Thr 


Gly 


He 


Met 


Gly Ala 


Gly 


Cys 


Thr 


Ala 


Leu 


Val 


Val 










530 










535 










540 


Ala 


Val 


Val 


Ala 


Arg 


Lys 


Leu 


Glu 


Leu 


Thr 


Lys 


Ala 


Glu 


Lys 


His 










545 










550 










555 


Val 


His 


Asn 


Phe 


Met 


Met 


Asp 


Thr 


Gin 


Leu 


Thr 


Lys 


Arg 


He 


Lys 










560 










565 










570 


Asn 


Ala 


Ala 


Ala 


Asn 


Val 


Leu 


Arg 


Glu 


Thr 


Trp 


Leu 


He 


Tyr 


Lys 










575 










580 










585 


His 


Thr 


Lys 


Leu 


Leu 


Lys 


Lys 


He 


Asp 


His 


Ala 


Lys 


Val 


Arg 


Lys 










590 










595 










600 


His 


Gin 


Arg 


Lys 


Phe 


Leu 


Gin 


Ala 


He 


His 


Gin 


Leu 


Arg 


Gly 


Val 










605 










610 










615 


Lys 


Met 


Glu 


Gin 


Arg 


Lys 


Leu 


Ser 


Asp 


Gin 


Ala 


Asn 


Thr 


Leu 


Val 










620 










625 










630 


Asp 


Leu 


Ser 


Lys 


Met 


Gin 


Asn 


Val 


Met 


Tyr 


Asp 


Leu 


He 


Thr 


Glu 










635 










640 










645 


Leu 


Asn 


Asp 


Arg 


Ser 


Glu Asp 


Leu 


Glu 


Lys 


Gin 


He 


Gly 


Ser 


Leu 
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650 










655 










660 


Glu 


Ser 


Lys 


Leu 


Glu 
665 


His 


Leu 


Thr 


Ala 


Ser 
670 


Phe 


Asn 


Ser 


Leu 


Pro 
675 


Leu 


Leu 


He 


Ala 


Asp 
680 


Thr 


Leu 


Arg 


Gin 


Gin 
685 


Gin 


Gin 


Gin 


Leu 


Leu 
690 


Thr 


Ala 


Phe 


Val 


Glu 
695 


Ala 


Arg 


Gly 


He 


Ser 
700 


Val 


Ala 


Val 


Gly 


Thr 
705 


Ser 


His 


Ala 


Pro 


Pro 
710 


Ser 


Asp 


Ser 


Pro 


He 
715 


Gly 


He 


Ser 


Ser 


Thr 
720 


Ser 


Phe 


Pro 


Thr 


Pro 
725 


Tyx 


Thr 


Ser 


Ser 


Ser 
730 


Ser 


Cys 









<210> 41 
<211> 269 
<212> PRT 

<213> Rattus norvegicus 
<220> 

<221> mis cofeature 

<223> GenBank ID No: g2350843 

<400> 41 

Met Ala Gly Ser Val Leu Glu Asn He Gin Ser Val Leu Gin Lys 
15 10 15 

Thr Trp Val Arg Glu Phe Leu Ala Glu Phe Leu Asn Thr Tyr Val 
20 25 30 

Leu Met Val Phe Gly Leu Gly Ser Val Ala His Met Val Leu Gly 
35 40 45 

Glu Arg Leu Gly Ser Tyr Leu Gly Val Asn Leu Gly Phe Gly Phe 
50 55 60 

Gly Val Thr Met Gly He His Val Ala Gly Gly He Ser Gly Ala 
65 70 75 

His Met Asn Pro Ala Val Thr Phe Thr Asn Cys Ala Leu Gly Arg 
80 85 90 

Met Ala Gly Arg Lys Phe Pro He Tyr Val Leu Gly Gin Phe Leu 
95 100 105 

Gly Ser Phe Leu Ala Ala Ala Thr Thr Tyr Leu He Phe Tyr Gly 
110 115 120 

Ala He Asn His Tyr Ala Gly Glu Thr Leu Leu Val Thr Gly Pro 
125 130 135 

Lys Ser Thr Ala Asn He Phe Ala Thr Tyr Leu Pro Glu His Met 
140 145 150 

Thr Leu Trp Arg Gly Phe Val Asp Glu Val Phe Val Thr Gly Met 
155 160 165 

Leu Gin Leu Cys He Phe Ala He Thr Asp Lys Leu Asn Ser Pro 
170 175 180 

Ala Leu Gin Gly Thr Glu Pro Leu Met He Gly He Leu Val Cys 
185 190 195 

Val Leu Gly Val Ser Leu Gly Met Asn Thr Gly Tyr Ala He Asn 
200 205 210 

Pro Ser Arg Asp Leu Pro Pro Arg Phe Phe Thr Phe He Ala Gly 
215 220 225 

Trp Gly Lys Lys Val Phe Ser Ala Gly Asn Asn Trp Trp Trp Val 
230 235 240 

Pro Val Val Ala Pro Leu Leu Gly Ala Tyr Leu Gly Gly He Val 
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245 250 255 

Tyr Leu Gly Leu lie His Ala Gly lie Pro Pro Gin Gly Ser 
260 265 



<210> 42 

<211> 266 

<212> PRT 

<213> Mus musculus 

<220> 

<22l> misc_f eature 

<223> GenBank ID No: gl92647 

<400> 42 



Met 


Asn 


Trp 


Gly 


Phe 


Leu Gin 


Gly 


He 


Leu 


Ser 


Gly Val 


Asn 


Lys 


1 








5 








10 










15 


Tyr 


Ser 


Thr 


Ala 


Leu 


Gly Arg 


He 


Trp 


Leu 


Ser 


Val 


Val 


Phe 


He 










20 








25 










30 


Phe 


Arg 


Val 


Leu 


Val 


Tyr Val 


Val 


Ala 


Ala 


Glu 


Glu 


Val 


Trp 


Asp 










35 








40 










45 


Asp 


Asp 


Gin 


Lys 


Asp 


Phe He 


Cys 


Asn 


Thr 


Lys 


Gin 


Pro 


Gly 


Cys 










50 








55 










60 


Pro 


Asn 


Val 


Cys 


Tyr 


Asp Glu 


Phe 


Phe 


Pro 


Val 


Ser 


His 


Val 


Arg 










65 








70 










75 


Leu 


Trp 


Ala 


Leu 


Gin 


Leu He 


Leu 


Val 


Thr 


Cys 


Pro 


Ser 


Leu 


Leu 










80 








85 










90 


Val 


Val 


Met 


His 


Val 


Ala Tyr 


Arg 


Glu 


Glu 


Arg 


Glu 


Arg 


Lys 


His 










95 








100 










105 


Arg 


Leu 


Lys 


His 


Gly 


Pro Asn 


Ala 


Pro 


Ala 


Leu 


Tyr 


Ser 


Asn 


Leu 










110 








115 










12 0 


Ser 


Lys 


Lys 


Arg 


Gly Gly Leu 


Trp 


Trp 


Thr 


Tyr 


Leu 


Leu 


Ser 


Leu 










125 








130 










135 


lie 


Phe 


Lys 


Ala 


Ala 


Val Asp 


Ser 


Gly Phe 


Leu 


Tyr 


He 


Phe 


His 










140 








145 










150 


Cys 


lie 


Tyr 


Lys 


Asp 


Tyr Asp 


Met 


Pro 


Arg 


Val 


Val 


Ala 


Cys 


Ser 










155 








160 










165 


Val 


Thr 


Pro 


Cys 


Pro 


His Thr 


Val 


Asp 


Cys 


Tyr 


He 


Ala 


Arg 


Pro 










170 








175 










180 


Thr 


Glu 


Lys 


Lys 


Val 


Phe Thr 


Tyr 


Phe 


Met 


Val 


Val 


Thr 


Ala 


Ala 










185 








190 










195 


lie 


Cys 


lie 


Leu 


Leu 


Asn Leu 


Ser 


Glu 


Val 


Val 


Tyr 


Leu 


Val 


Gly 










200 








205 










210 


Lys 


Arg 


Cys 


Met 


Glu 


Val Phe 


Arg 


Pro 


Arg 


Arg 


Arg 


Lys 


Ala 


Ser 










215 








220 










225 


Arg Arg 


His 


Gin 


Leu 


Pro Asp 


Thr 


Cys 


Pro 


Pro 


Tyr 


Val 


He 


Ser 










230 








235 










240 


Lys 


Gly 


Gly His 


Pro 


Gin Asp 


Glu 


Ser 


Val 


He 


Leu 


Thr 


Lys 


Ala 










245 








250 










255 


Gly Met 


Ala 


Thr 


Val 


Asp Ala 


Gly Val 


Tyr 


Pro 


















260 








265 
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<400> 43 



Met 


Val 


Lys 


Lys 


Leu 


Val 


Met 


Ala 


Gin 


Lys 


Arg 


Gly 


Glu 


Thr 


Arg 


1 








5 










10 










15 


Ala 


Leu 


Cys 


Leu 


Gly Val 


Thr 


Met 


Val 


Val 


Cys 


Ala 


Val 


He 


Thr 










20 










25 










30 


Tyr 


Tyr 


He 


Leu 


Val 
35 


Thr 


Thr 


Val 


Leu 


Pro 
40 


Leu 


Tyr 


Gin 


Lys 


Ser 
45 


Val 


Trp 


Thr 


Gin 


Glu 
50 


Ser 


Lys 


Cys 


His 


Leu 
55 


He 


Glu 


Thr 


Asn 


He 
60 


Arg 


Asp 


Gin 


Glu 


Glu 
65 


Leu 


Lys 


Gly 


Lys 


Lys 
70 


Val 


Pro 


Gin 


Tyr 


Pro 
75 


Cys 


Leu 


Trp 


Val 


Asn 


Val 


Ser 


Ala 


Ala 


Gly Arg 


Trp 


Ala 


Val 


Leu 










80 










85 










90 


Tyr 


His 


Thr 


Glu 


Asp 
95 


Thr 


Arg 


Asp 


Gin 


Asn 
100 


Gin 


Gin 


Cys 


Ser 


Tyr 
105 


He 


Pro 


Gly 


Ser 


Val 
110 


Asp 


Asn 


Tyr 


Gin 


Thr 
115 


Ala 


Arg 


Ala 


Asp 


Val 
12 0 


Glu 


Lys 


Val 


Arg 


Ala 
125 


Lys 


Phe 


Gin 


Glu 


Gin 
130 


Gin 


Val 


Phe 


Tyr 


Cys 
135 


Phe 


Ser 


Ala 


Pro 


Arg 
140 


Gly 


Asn 


Glu 


Thr 


Ser 
145 


Val 


Leu 


Phe 


Gin 


Arg 
150 


Leu 


Tyr 


Gly 


Pro 


Gin 
155 


Ala 


Leu 


Leu 


Phe 


Ser 
160 


Leu 


Phe 


Trp 


Pro 


Thr 
165 


Phe 


Leu 


Leu 


Thr 


Gly 
170 


Gly 


Leu 


Leu 


He 


He 
175 


Ala 


Met 


Val 


Lys 


Ser 
180 


Asn 


Gin 


Tyr 


Leu 


Ser 
185 


He 


Leu 


Ala 


Ala 


Gin 
190 


Lys 
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<400> 44 



Met 


Ser 


Thr 


Val 


Phe 


He Asn 


Ser 


Arg 


Lys 


Ser 


Pro 


Asn 


Val 


Leu 


1 








5 








10 










15 


Lys 


Lys 


Gin 


Gly Thr Asp Gin Trp Val 


Lys 


Leu 


Asn 


Val 


Gly Gly 










20 








25 










30 


Thr 


Tyr 


Phe 


Leu 


Thr 


Thr Lys 


Thr 


Thr 


Leu 


Ser 


Arg Asp 


Pro 


Asn 










35 








40 










45 


Ser 


Phe 


Leu 


Ser 


Arg 


Leu He 


Gin 


Glu 


Asp 


Cys 


Asp 


Leu 


He 


Ser 










50 








55 










60 


Asp Arg Asp 


Glu 


Thr 


Gly Ala 


Tyr 


Leu 


He 


Asp 


Arg 


Asp 


Pro 


Lys 










65 








70 










75 


Tyr 


Phe 


Ala 


Pro 


Val 


Leu Asn 


Tyr 


Leu 


Arg 


His 


Gly 


Lys 


Leu 


val 
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80 










85 










90 


Leu 


Asp 


Gly Val 


Ser 


Glu 


Glu 


Gly Val 


Leu 


Glu 


Glu 


Ala 


Glu 


Phe 










95 










100 










105 


Tyx 


Asn 


Val 


Thr 


Gin 


Leu 


lie 


Ala 


Leu 


Leu 


Lys 


Glu 


Cys 


He 


Leu 










110 










115 










120 


His 


Arg 


Asp 


Gin 


Arg 


Pro 


Gin 


Thr 


Asp 


Lys 


Lys 


Arg 


Val 


Tyr 


Arg 










125 










130 










135 


Val 


Leu 


Gin 


Cys 


Arg 


Glu 


Gin 


Glu 


Leu 


Thr 


Gin 


Met 


He 


Ser 


Thr 










140 










145 










150 


Leu 


Ser 


Asp 


Gly 


Trp 


Arg 


Phe 


Glu 


Gin 


Leu 


He 


Ser 


Met 


Gin 


Tvr 










155 










160 










165 


Thr 


Asn 


Tyr 


Gly 


Pro 


Phe 


Glu 


Asn 


Asn 


Glu 


Phe 


Leu 


Cys 


Val 


Val 










170 










175 










180 


Ser 


Lys 


Glu 


Cys 


Gly 


Thr 


Thr 


Ala 


Gly Arg Glu 


Leu 


Glu 


Leu 


Asn 










185 










190 










195 


Asp 


Arg 


Ala 


Lys 


Val 


Leu 


Gin 


Gin 


Lys 


Gly 


Ser 


Arg 


He 


Asn 


Thr 










200 










205 










210 


lie 


Ser 


His 


Ser 


Ala 


Thr 


Pro 


Thr 


Gin 


His 


Gin 


Leu 


Asp 


Ala 


Ala 










215 










220 










225 


Lys 


Glu 


Ala 


Arg 


Ala 


Thr 


Ala 


Thr 


Ala 


Thr 


Ser 


Asn 


Thr 


Thr 


Asn 










230 










235 










240 


His 


Thr 


Arg 


Ser 


Asp 


Gin 


Thr 


Gin 


Pro 


Gin 


Ala 


Gin 


He 


Thr 


His 










245 










250 










255 


Gin 


Asp 


Gin 


Pro 


Glu 


Ser 


Pro 


Lys 


Gin 


Ser 


Pro 


Gin 


Gly Asp 


Tyr 










260 










265 










270 


Ala 


Ser 


Phe 


Ala 


Phe 


Glu 


Thr 


Lys 


Leu 


Thr 


Gly 


Thr 


Thr 


Ala 


He 










275 










280 










285 


Arg 


Phe 


Ser 


Pro 


Leu 


Trp 


Pro 


Phe 


Cys 


Ala 


Leu 


Tyr 


Glu 


Val 


Cys 










290 










295 










300 


Ala 


Gly Val 


His 


Val 


Phe 


Asn 


Leu 
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<213> Homo sapiens 

<220> 
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<223> GenBank ID No: g2887407 

<400> 45 

Met Gin Pro Glu Gly Ala Glu Lys Gly Lys Ser Phe Lys Gin Arg 

15 10 15 

Leu Val Leu Lys Ser Ser Leu Ala Lys Glu Thr Leu Ser Glu Phe 

20 25 30 

Leu Gly Thr Phe He Leu He Val Leu Gly Cys Gly Cys Val Ala 

35 40 45 

Gin Ala He Leu Ser Arg Gly Arg Phe Gly Gly Val He Thr He 

50 55 60 

Asn Val Gly Phe Ser Met Ala Val Ala Met Ala He Tyr Val Ala 

65 70 75 

Gly Gly Val Ser Gly Gly His He Asn Pro Ala Val Ser Leu Ala 

80 85 90 

Met Cys Leu Phe Gly Arg Met Lys Trp Phe Lys Leu Pro Phe Tyr 
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95 



100 



105 



Val Gly Ala Gin Phe Leu Gly Ala Phe Val Gly Ala Ala Thr Val 

110 115 120 
Phe Gly lie Tyr Tyr Asp Gly Leu Met Ser Phe Ala Gly Gly Lys 

125 130 135 

Leu Leu lie Val Gly Glu Asn Ala Thr Ala His lie Phe Ala Thr 

140 145 150 

Tyr Pro Ala Pro Tyr Leu Ser Leu Ala Asn Ala Phe Ala Asp Gin 

155 160 165 

Val Val Ala Thr Met lie Leu Leu lie lie Val Phe Ala lie Phe 

170 175 180 

Asp Ser Arg Asn Leu Gly Ala Pro Arg Gly Leu Glu Pro lie Ala 

185 190 195 

lie Gly Leu Leu lie lie Val lie Ala Ser Ser Leu Gly Leu Asn 

200 205 210 

Ser Gly Cys Ala Met Asn Pro Ala Arg Asp Leu Ser Pro Arg Leu 

215 220 225 

Phe Thr Ala Leu Ala Gly Trp Gly Phe Glu Val Phe Arg Ala Gly 

230 235 240 

Asn Asn Phe Trp Trp lie Pro Val Val Gly Pro Leu Val Gly Ala 

245 250 255 

Val lie Gly Gly Leu lie Tyr Val Leu Val lie Glu lie His His 

260 265 270 

Pro Glu Pro Asp Ser Val Phe Lys Ala Glu Gin Ser Glu Asp Lys 

275 280 285 
Pro Glu Lys Tyr Glu Leu Ser Val He Met 



290 



295 



t 
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